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Table 1 AELEE RFENTE M

Temperature Activity%

25°C <1%
37°C <5%
45°C 20%
50°C 50%
60°C 90%
65°C 100%
70°C 95%
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£204 Uracil-DNA Glycosylase LA dURIDNARIRERR, TTiEHIPCREIZERY 129
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o FEHBE%-Proteinase K

EHEEK (Proteinase K) AJIEIREAnRXEEBRINS B2 ERAVAREIRICE, EBERAEE
HE, HFEEXFETMHEKBEESEKERProteinase KER., ATGYZERFITO FRIE, B
S TRENERE, R5ETIRSAIKSProteinase K, BBLENS. mERRE NEE
/PHEFEMEEFME, rmI ATERZENARIE. EFRADNA. RNARIUAFIE, RE
PIBIZS TV hiRENRER. SHERAMSFIEERREYHIR.
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EFEE1E3C ProteasefImIS X ERBHFRIX, HHIRE THHAEENEHIC Protease, %E
BRI RUIEI 2B 3CEHYRIRMAEEH, EERIFNENFEM.

v
N Leu-Glu-Val-Leu-Phe-GIn-Gly-Pro _ C
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CRISPR (Clustered Regularly Interspaced Short Palindromic Repeats) EE B R FHIZ
EHFEEI5Cas (CRISPR-associated proteins) ZHixRIpkR, HPHERNEIECas9, Casl2a,
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S8, sgRNABERBERXIRBIBERDNARFS, FH5/5Cas9®BHEPAM (Protospacer
Adjacent Motif) FIAIIEINEEDNA, SCIHFEREFFIRTEHHED, BIEaMR. BARESIR
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SEEIIEEREDNAL BGRE 1R IR, SUEE R DNASEIRIIRERECas 1 2at XA R T
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EAOT) [ Ca-Te 2] BEE RIS ssDNA
- A TEcrRNARIE | RIS BB t)ssRNASEER, XFPFSII AR
- SEE RS SAERNA
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E404 | T7 Endonuclease | | DNAS XS, SEMAEDNAR(EEYIESEZIAIARIEEDNA, Et]
RISAEEES IS —. SRS R
sgRNA5|S; CasOLAPAMINGGH&KEHIAAFFIERBIFIE] dsDNA
e RS 847, HDEIRIEEEPAMELES bp
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E4 .
2 WEE RIS S ssDNA
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ERMESF (Fig. 1-Fig. 3); BRItz INEREEYELSEEGMPE BB B KIR T ERERER L R AL

R, AIEMRETYTE,
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(ATG # RM201) (ATG #RM201) (ATG #RM201)

o 1BX~=m

[ 5] FRES FREn eSS (GMPIRHE)

RM101 T7 RNA Polymerase BMESRNA
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Inorganic BT, AP ERAIRNAFE
mMRNA
=1n7 Pt EDNA, EBRFEERROIE
& F G Ehs SN T By ERIZEBRE
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