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W DNAZERXFE (EATF llluminaEH)

R ENNE

m HH DNA 227
HHE

Ei& DNA g2/
1=
Hilod

EBt] ER{LI% DNA
rEAR

FFPE DNA i
HHE

a5t DNA 225
HHE

DNA ZEZR7

TruePrep® DNA Library Prep Kit V2 for lllumina

TruePrep® Flexible DNA Library Prep Kit for lllumina
VAHTS® Universal DNA Library Prep Kit for lllumina V3

VAHTS® Universal DNA Library Prep Kit for lllumina V3
(FEY1gER )

VAHTS® Universal DNA Library Prep Kit for lllumina V4

VAHTS® Universal DNA Library Prep Kit for lllumina V4
(T 1)

VAHTS® Universal Plus DNA Library Prep Kit for lllumina

VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2

VAHTS® Universal Pro DNA Library Prep Kit for lllumina

VAHTS® ssDNA Library Prep Kit for lllumina

FRES
TD501/TD502/TD503-01/02
TD504-01/02

ND607-01/02

ND607-03/04

ND610-01/02

ND610-03/04

ND617-01/02

ND627-01/02

ND608-01/02

ND620-01/02

" DNAZFEIXFE (EAT lon Torrent JE &)

VAHTS® Universal DNA Library Prep Kit for lon Torrent V2

R DNA ZEER IR

SEYIEFEERNE  VAHTS® AmpSeq Library Prep Kit V3

N DNAZERFNE (ERTF MGIF8&)

HEREERNR

E# DNA ZEEFIR

EBL rBR4LI% DNA
BERAR

TruePrep® DNA Library Prep Kit for MGI
TruePrep® Flexible DNA Library Prep Kit for MGI

VAHTS® Universal DNA Library Prep Kit for MGI

VAHTS® Universal Plus DNA Library Prep Kit for MGI

VAHTS® Universal Plus DNA Library Prep Kit for MGI V2

FFPE DNA ZFEif#I& VAHTS® Universal Pro DNA Library Prep Kit for MGI

ND702-01/02

NA210-01/02

24 rxns/96 rxns 6,200/24,000
24 rxns/96 rxns 7,200/26,400

24 rxns/96 rxns 5,600/18,000

24 rxns/96 rxns 5,400/17,000
24 rxns/96 rxns 6,000/24,000

24 rxns/96 rxns 5,500/22,000
24 rxns/96 rxns 6,400/20,400
24 rxns/96 rxns 6,400/20,400
24 rxns/96 rxns 6,000/20,000

24 rxns/96 rxns 9,600/33,600

p— s (%)

24 rxns/96 rxns 5,600/18,000

24 rxns/96 rxns 8,600/30,000

— T

TDM501/TDM502/TDM503-01/02 24 rxns/96 rxns ~ 6,200/24,000

TDM504-01/02 24 rxns/96 rxns  7,200/26,400

NDM607-01/02 24 rxns/96 rxns  5,600/18,000

NDM617-01/02 24 rxns/96 rxns  6,400/20,400

NDM627-01/02 24 rxns/96 rxns  6,400/20,400

NDM608-01/02 24 rxns/96 rxns  6,000/20,000

W DNA #ZZEiXFE (EBF Nanopore &)

tei% DNA REERAIE

VAHTS® TGS DNA Library Prep Kit for ONT

TS201-01

24 rxns 9,600
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I DNA ZEEth W DNA #ERE#EsL

VAHTS® Circularization Kit for MGI NM201-01/02 16 rxns/48 rxns 3,600/10,800 VAHTS® DNA Adapters Set 1 - Set 2 for lllumina N801/N802-01/02 24 rxns/96 rxns 1,200/4,600
HRFEIMUER
255 VAHTS® Universal Circularization Kit for MGI NM202-01/02 16 rxns/48 rxns 3,600/10,800 VAHTS® DNA Adapters Set 3 - Set 6 for lllumina N805/N806/N807/N808 20 pl each 4,600 each
VAHTS® HiFi Amplification Mix for MGI NM616-01/02 24 rxns/96 rxns 600/1,800 VAHTS® Multiplex Oligos Set 4/Set 5 for lllumina N321/N322-01 192 rxns each 11,520 each
RFENEY R VAHTS® HiFi Universal Amplification Mix for MGI (Sl) NM618-01/02 24 rxns/96 rxns 600/1,800 VAHTS® Dual UMI UDI Adapters Set 1 - Set 4 for lllumina N351/N352/N353/N354-01 96 rxns each 7,200 each
VAHTS® Ultra HiFi Amplification Mix for MGI (SI) NM619-01/02 24 rxns/96 rxns 800/2,000 llumina SFE#EE  VAHTS® Maxi Unique Dual Index DNA Adapters Set 1 - N34201/N34202/ 384 xns each  15.360 each
EeERL Set 4 for lllumina N34203/ N34204-01 !
SERRRGEEEEY 1SR TruePrep® Amplify Enzyme TD601-01 96 rxns 1,000
" . . . VAHTS® Maxi Unique Dual Index Primers N34401/N34402/
FinlESIER VAHTS® Universal End Preparation Module for lllumina V2 N203-01/02 24 rxns/96 rxns 2,100/6,900 Set 1 - Set 4 for llumina N34403/N34404-01 384 rxns each 15,360 each
BESLE i ER VAHTS® Universal Adapter Ligation Module for lllumina V2 N204-01/02 24 rxns/96 rxns 3,400/11,000 ° ) .
TruePrep” Index Kit V4 for lllumina TD204/TD205/TD206/TD207 192 rxns each 1,400 each
FFPE HEARESIER VAHTS® DNA Damage Repair Kit N208-01/02 24 rxns/96 rxns 1,440/4,800
VAHTS® Uni | Plus F tation End P tion & TruePrep® Index Kit V2/V3 for lllumina TD202/TD203 192 rxns/768 rxns 1,400/5,600
> Universal Flus Fragmentation,End Freparation N209-01/02 24 rxns/96 rxns 2,400/8,150
dA-Tailing Module for lllumina
PN NA121-01/02 12 x 10 rxns each 4,200 each
Bt H ERIpiE R lon Torrent ¥4 ®
CYTN . . EEEEEL VAHTS" AmpSeq Adapters for lon Torrent
VAHT? Universal Plus Fragmentanon, End Preparation & N219-01/02 24 1xXns/96 rXns 2.400/8,150 NA121-03/04/05 24 x 10 rxns each 8,400 each
dA-Tailing Module for lllumina V2
®
VAHTS® HiFi Amplification Mix N616-01/02 24 NS/96 rxns 600/1,800 VAHTS" DNA Adapters Set 8 for MGI NM108-01/02 10 pl each/40 pl each  9,600/38,400
luming SE& " © e 1o U ) e NM10901/NM10902/
umina EAXEEYIEER  VAHTS® HiFi Universal Amplification Mix for lllumina N618-01/02 24 rxns/96 rxns 600/1,800 VAHTS® PCR-Free DNA Adapters for MGI NM10903/NM10904 20 pl each 4,800 each
VAHTS" Ultra HiFi Amplification Mix for lllumina N619-01/02 24 rxns/96 rxns 800/2,000 e o e VAHTS® Maxi Unique Dual Barcode Primers NM34401/NM34402/ 384 s emch 15360 oach
SEYHER VAHTS® AmpSeq Multi-PCR Module V3 NA215-01/02 24 rxns/96 rxns 1,250/5,000 - gﬂglgi F Set 1 - Set 4 for MGI NM34403/NM34404-01 '
ONT feitith VAHTS® Repair Module for ONT T521-01/02 24 rxns/96 ns  4.800/19.200 VAHTS® Dual UMI UDB Adapters Set 1-Set 8 for MGI NM35101-NM35108 96 rxns each 7,200 each
ONT Barcode HEf#sith VAHTS® BD Ligation Module for ONT 7522-01/02 24 rxns/96 rxns 2,400/9,600 TruePrep® Index Kit for MG OO0 192 xns each 1,400 each
ONT ik VAHTS® MP Ligation Module for ONT TS23-01 24 rxns 2,400
SEERERRR gatll ! TruePrep® Dual Index Kit V1 for MGl TDM201-01 192 rxns each 1,400 each

I DNA ZEEfS

T4 DNA R&EE T4 DNA Polymerase N101-01 2,000 U 1,100
T4 SRIZERSES T4 Polynucleotide Kinase N102-01 10,000 U 1,100
T4 WERIEEERS T4 DNA Ligase (Rapid) N103-01 600,000 U 4,000
DNA polymerase | Klenow Fragment N104-01 5,000 U 2,200
Klenow DNA B2 &g
DNA polymerase | Klenow Fragment exo N105-01 5,000 U 2,200
Phi29 DNA BB & Phi29 MAX DNA Polymerase N106-01/02 250 U/1,250 U 300/1,300

BXES dUTP NSIRERAEE Phanta® Uc Super-Fidelity DNA Polymerase for Library Amplification P507-01/02 100 U/500 U 400/2,000
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LB IRIREERA
MEHSEHAR

RERFEREZFERTIR

Small RNA ZFERFE

RNA ZE PCR &%
el

RNA ZEXK7
RNAZEXFE (EBTF lllumina &)

TruePrep® RNA Library Prep Kit for lllumina

VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumina
VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina
VAHTS® Small RNA Library Prep Kit for lllumina

VAHTS® Small RNA Library Prep Kit for lllumina V2

VAHTS® RNA Multi-PCR Library Prep Kit

RNAZEKKN R (EFF MGl ¥&8) i

il "ﬂl ,

PRiEERARZFELAZ

VAHTS® Universal V10 RNA-seq Library Prep Kit for MGI

VAHTS® Universal V8 RNA-seq Library Prep Kit for MGI

RNA & B 1R

mRNA E 5k

RNA $Ti#7 Buffer

VAHTS® mRNA Capture Beads

VAHTS® mRNA Capture Beads 2.0

VAHTS® 2 x Frag/Prime Buffer

Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)

Ribo-off® rRNA Depletion Kit (Bacteria)

TR501/TR502
/TR503-01/02

NR606-01/02

NR605-01/02

NR801-01/02

NR811-01/02

NA211-01/02

NRM606-01/02

NRM605-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

# ) I
qm £ rRNA &

ATl I

Ribo-off® rRNA Depletion Kit V2 (Bacteria)

Ribo-off® rRNA Depletion Kit (Plant)

Ribo-off® Globin & rRNA Depletion Kit (Human/Mouse/Rat)

Ribo-MagOff® rRNA Depletion Kit (Human/Mouse/Rat)

FastSelect rRNA Kit (Human)

RNA #ZE#EL

llumina F&

EEREREL

MGI SF&EE
el

VAHTS® RNA Adapters Set 1 - Set 2 for lllumina
VAHTS® RNA Adapters Set 3 - Set 6 for lllumina
VAHTS® RNA Multiplex Oligos Set 1 - Set 2 for lllumina
VAHTS® Small RNA Index Primer Kit for lllumina
TruePrep® Index Kit V4 for Illumina

TruePrep® Index Kit V2/V3 for lllumina

VAHTS® RNA Adapters Set 8 for MGI

N401-01/02 24 rxns/96 rxns
N403-01/02 24 rxns/96 rxns

N402-01 936 l
N406-01/02 24 rxns/96 rxns
N407-01/02 12 rxns/24 rxns
N417-01/02 12 rxns/24 rxns
N409-01/02 12 rxns/24 rxns
N408-01/02 24 rxns/96 rxns
N420-01/02 12 rxns/24 rxns
N460-01/02 24 rxns/96 rxns

N803/N804-01/02

N809/N810/N811/N812

N323/N324-01

N813/N814/N815/N816

TD204/TD205/TD206/TD207

TD202/TD203

NM208-01/02

10 pl each/40 pl each
20 pl each

192 rxns each

48 rxns each

192 rxns each

192 rxns/768 rxns

10 pl each/40 pl each

11,800/38,000

11,800/38,000
11,800/38,000
11,500/39,200

11,500/39,200

14,000/48,000

11,800/38,000

11,800/38,000

600/2,300
600/2,300

800
11,700/38,000
9,500/17,300
9,500/17,300
10,800/19,680
12,240/39,600
6,000/11,700

7,800/27,360

400/1,600
1,600 each
7,680 each

960 each
1,400 each

1,400/5,600

3,200/12,800

W = mifitE5IR
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UltraClean & 7|

DNAZEZRY (EATF lllumina E&)

UltraClean Universal DNA Library Prep Kit for lllumina V3

B
DNA ZEFIR UltraClean Universal DNA Library Prep Kit for lllumina V3
(&Y 1k )
FFPE . . ) )
DNA BRI 2 UltraClean Universal Pro DNA Library Prep Kit for lllumina
g&ﬁ%%?ﬁggﬂi UltraClean Universal Plus DNA Library Prep Kit for lllumina V3
ﬁ\%\%ﬁﬁiﬁﬁﬂé UltraClean DNA Library Prep Kit V2 for lllumina
ggﬁ;ﬁjgNA plox TruePrep® Flexible DNA Library Prep Kit for lllumina
rJm
UltraClean Pathogen Multiplex PCR Mix for DNA
SEIBER
UltraClean Pathogen Multiplex PCR Mix for DNA&RNA
UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA (UDF®)
ZBYIgF
2ERN=

UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA&RNA(UDF®)

DNA ZEXRY (EBTF MGl F8&8)

E# DNA Z2ERNE UltraClean Universal DNA Library Prep Kit for MGI

FFPE DNA A&

R R ER{UESIL DNA
EERAE

BEERS % DNA BEERRIE

HEEEE % DNA Flex
#EERAE

SEIBER

ZEY BFEERN=

UltraClean Universal Pro DNA Library Prep Kit for MGI

UltraClean Universal Plus DNA Library Prep Kit for MGI V3

UltraClean DNA Library Prep Kit for MGI

TruePrep® Flexible DNA Library Prep Kit for MGI

UltraClean Pathogen Multiplex PCR Mix for DNA

UltraClean Pathogen Multiplex PCR Mix for DNA&RNA

UltraClean Pathogen Multiplex AmpSeq Prep Kit for
DNA (UDF®)

UltraClean Pathogen Multiplex AmpSeq Prep Kit for
DNA&RNA (UDF®)

UNDG607-01/02

UNDG607-03/04

UNDG608-01/02

UNDG637-01/02

UTD501/UTD502/
UTD503-01/02

TD504-01/02
(FEERER )

UNA301-01/02
UNA312-01/02

UNA303-01/02

UNA313-01/02

UNDM607-01/02

UNDM®608-01/02

UNDM®637-01/02

UTDM501/UTDM502/
UTDM503-01/02

TDM504-01/02
(E=ERER )

UNA301-01/02

UNA312-01/02

UNA303-01/02

UNA313-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

6,200/20,000

6,000/18,800

6,600/22,000

6,400/20,400

6,800/26,400

8,000/29,000

660/2,400

720/2,600

1,100/4,000

1,200/4,600

6,200/20,000

6,600/22,000

6,400/20,400

6,800/26,400

8,000/29,000

660/2,400

720/2,600

1,100/4,000

1,200/4,600
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U RNA ZEXK7|

s5pERSE RNA BESZ#E  UltraClean RNA Library Prep Kit for lllumina UTﬁi‘gég; %fz)zzl 24 rxns/96 rxns
UltraClean Universal V6 RNA-seq Library Prep Kit for lllumina UNRG04-01/02 24 rxns/96 rxns
HRERERERHR UltraClean Universal V8 RNA-seq Library Prep Kit for lllumina UNRB05-01/02 24 rxns/96 rxns
UltraClean Universal V8 RNA-seq Library Prep Kit for MGI UNRM®605-01/02 24 rxns/96 rxns
UltraClean Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat) UN406-01/02 24 rxns/96 rxns
rRNA ERdHI=

FastSelect rRNA Kit (Human) N460-01/02 24 rxns/96 rxns

24 rxns/48 rxns/

_ g A
ds—-cDNA &REidFIE 96 rxns

UltraClean ds-cDNA Synthesis Module (+gDNA wiper) UNR201-01/02/03

M DNA&RNA @2 EXR7

DNA&RNA HZ R FIR

13,000/42,000

13,000/42,000

13,000/42,000

13,000/42,000

12,800/42,000

7,800/27,360

4,600/9,000/
15,000

(BT llumina £2 ) UltraClean DNA&RNA Library Prep Kit for lllumina UNC601-01/02 24 rxns/96 rxns 9,000/35,000
=]
1t £ 2
Q'Eé‘;“@él*gf?ﬁ”“ UltraClean DNA&RNA Library Prep Kit for MGI UNCMB01-01/02 24 rxns/96 rxns  9,000/35,000
=
BHBET
o]
BMBEERAY 15
Discover-sc® Single Cell WGA Kit N603-01/02 24 rxns/96 rxns 5,000/17,000
PR EREYT 1
253 Discover-sc® Single Cell WGA Kit V2 SC101-01/02 24 rxns/96 rxns 5,000/17,000
o]
BRI RAYT 15
Discover-sc® WTA Kit V2 N711-01/02/03 12 rxns/24 rxns/96 rxns 15,000/27,000/72,000
B RAY 1
Single Cell Full Length mRNA-Amplication Kit N712-01/02/03 12 rxns/24 rxns/96 rxns 5,000/9,000/24,000

W = mifitE5IR
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RMEE R

W REK

EpiArt® DNA Methylation Bisulfite Kit V2

RE{ZRLEHAR
EpiArt® Magnetic DNA Methylation Bisulfite Kit

2 x EpiArt® HS Taq Master Mix
RENRNET IS
2 x EpiArt® HS Taq Master Mix (Dye Plus)

FEEERFE  EpiArt® DNA Methylation Library Kit for lllumina V3

W EHR -DNA BfF

VAHTS® Concanavalin A-coated Magnetic Beads Pro

CUT&Tag 8484  Hyperactive® DNA Spike-in Control for CUT&Tag
TruePrep® CUT&Tag Amplification Mix
Hyperactive® pG-Tn5 Transposase for CUT&Tag
Hyperactive® pA-Tn5 Transposase for CUT&Tag
CUT&Tag Efs
Hyperactive® pAG-Tn5 Transposase for CUT&Tag
yperactive® pAG-Tn5 Transposon for ag
2055 H ive® pAG-Tn5 Tl for CUT&T:
m Hyperactive® Universal CUT&Tag Assay Kit for lllumina
CUT&Tag iXFI&
lHoT) Hyperactive® Universal CUT&Tag Assay Kit for lllumina Pro
Hyperactive® pA-MNase for CUT&RUN
CUT&RUN &7

Hyperactive® pG-MNase for CUT&RUN
Hyperactive® pG-MNase CUT&RUN Assay Kit for PCR/qPCR

CUT&RUN if5I&
Hyperactive® pG-MNase CUT&RUN Assay Kit for lllumina

W RERFFEE

F=RRRLFE FERER
TruePrep® DNA Library Prep Kit V2 for lllumina
REEFHE

Hyperactive® ATAC-Seq Library Prep Kit for lllumina

EM201-01/02/03

EM202-01/02/03

EM102-01/02 50 rxns/200 rxns 1,250/4,500

EM103-01/02 50 rxns/200 rxns 1,250/4,500

1ml/5 x 1 mi/15 x 1 ml 400/1,800/4,800

1ml/5 x1ml/15 x 1 ml 400/1,800/4,800

NE103-01/02 24 rxns/96 rxns 13,200/46,000

N515-01/02/03 250 pi/1 ml/5 x 1 mi 500/1,800/8,500

NS101-01 48 rxns 200
TD612-01/02 24 rxns/96 rxns 400/1,500
S602-01/02 10 pg/20 ug 6,800/12,800
S603-01/02 10 ug/20 g 6,800/12,800
S604-01/02 10 pg/20 pg 6,800/12,800
S614-01/02 10 pg/20 ug 8,000/15,000
TD903-01/02 12 rxns/48 rxns 8,000/30,000
TD904-01/02 12 rxns/48 rxns 8,200/30,500
S701-01 200 U 5,000
S702-01 200U 5,000
HD101-01/02 24 rxns/48 rxns 6,800/12,800
HD102-01 24 rxns 12,800

TD501/TD502/
TD503-01/02

24 rxns/96 rxns 6,200/24,000

TD711-01/02 12 rxns/48 rxns 3,600/12,480
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IR

qm DNA 816 59 1H3%
RNA 4B{LHEE

VAHTS® DNA Clean Beads

VAHTS® RNA Clean Beads

HE B F R IR

A semsanmu

AES

LS

VAHTS® CA-28 Streptavidin Beads

0.2 ml #H%

1.5 ml #HZR

qPCR X ETEE

MEENESHAR
MEESINER
MR

Qubit 2

qm dsDNA SEa it IS

RNA SHie =

RNA B SEBa A=

VAHTS® Library Quantification Kit for lllumina

DNA Standard 1-6

Library Dilution Buffer

Equalbit® dsDNA HS Assay Kit
Equalbit® 1 x dsDNA HS Assay Kit
Equalbit® RNA HS Assay Kit

Equalbit® RNA BR Assay Kit

HIX R Y

N411-01/02/03

N412-01/02/03

N512-01/02

CM101

CM103

NQ101/NQ102/
NQ103/NQ104

NQ105

NQ106

EQ111-01/02
EQ121-01/02
EQ211-01/02

EQ212-01/02

5 ml/60 ml/450 mi

5 ml/40 ml/450 mi

2.5 ml/10 ml

327, (200 ul/ 3L)

247, (1.5ml/3)

500 rxns

6 x 96 i

50 ml

100 assays/500 assays
100 assays/500 assays
100 assays/500 assays

100 assays/500 assays

1,000/6,400/26,500

1,200/4,600/42,800

4,500/16,000

1,500

1,500

1,600

2,200

500

900/2,800
848/2,578
1,000/3,000

1,150/3,450

W = mifitE5IR
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AR EFRERIRE

WIRART

VAHTS® Target Capture Core Exome Panel

1%k Blocker& ¥ 123 |4

lllumina SEEE1E DNA 3 EE
BARELHE SR 15511

MGI 4 B Barcode 3
BRRRELHBFIIRY G514

MG E& Wi Barcode S EE&E B
B SRS R Y 185 14

VAHTS® Target Capture Universal Blockers and

Post-PCR Primer Mix for lllumina-TS

VAHTS® Target Capture Universal Blockers and

Post-PCR Primer Mix for MGI-SI

VAHTS® Target Capture Universal Blockers and

Post-PCR Primer Mix for MGI-DI

WIRRRMBRAAE

A mxmEERNE

VAHTS® Target Capture Hybridization and Wash Kit

NC001-01/02

NC101-01/02

NCM101-01/02

NCM102-01/02

NC103-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

12,000/48,000

5,760/23,000

5,760/23,000

5,760/23,000

4,800/18,000
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Bal i R T{Fus EYFERS
B BBk TIFuL W 5 FLeFEH

0.2 ml PCR Tubes 5007 /4%, 28/ 2 PCR00102 160

qm SEBRIBT (Fk SEEEIUERTIE VNL-96P BEE/A el i |
0.2 ml PCR 8% 105/ PCR00102-01 1,500
~ ) ~ . ) . . ; 0.5 ml PCR Tubes 500 /& PCR00105 200
m £ BHMERNESEN 2 BahE RN EHENY VNL-96 % EZ/E pain S | 0.5 ml PCR B8 - PCRO0105.01 1900

om =B =/ - i
1265 % /8 (BR&EES18) PCR00801 600
(T1p o1mPcreme (&%) -
108/ PCR00801-01 6,000
125 % /18 (BRJEES1H) PCR00802 600
23 4 0.2 ml PCR 8 BX& (&Fas)
1:2 E& EI:E HR '—5 g_l% 'ﬂf) m = 108/ PCR00802-01 6,000
0.1 ml Semi-Skirted 96-Well PCR Plates 101R/%, 2%/ = PCR09601SS 560
= 0.1 ml 24818 96 FL PCR #&% & ¥

B 2 EY 6%/  PCR09601SS-01 3,360

- 0.2 ml Semi-Skirted 96-Well PCR Plates 104 /%%, 2%/ &= PCR09602SS 560

FastPure® Host Removal and Microbiome DNA Isolation Kit

(@) DC501-01 50 rxns 3,000 g;;;i;g%vated Plate Sealing Films 100/ 8 DEREERIER 2,000
3 £
HEE4) DNA 12EY
I?a;ég;ﬁe{l\glcmblome DNA Isolation Kit DC502-01 50 s 1,500 Sgeﬂl'gg;t'}?ﬂ;?g Plate Sealing Films 100/ 8 PCRO9G00SF 1200
ES

15 ml Centrifuge Tubes

15 ml B 500/ %8 TCF00115 600
[ 18 i
EK iﬂi I£ T/TE Hy 50 ml Centrifuge Tubes
50 ml B 500/ 8 TCF00150 800
FERRRLF FERETR RIS s BR (7T)
- i i - U5 il sigleni Sie Giale e 2500 / §8 TRS1502 1,100
1.5 ml iAFIRFE
¥ DNA 328 VAHTS® Serum/Plasma Circulating DNA Kit N902-01/02 50 rxns/200 rxns 1,500/5,400
1.5ml Reagent Storage Tube Cap, Neutral 2500 /8 TRS1502-C200 500
1.5 mliRFIRIFES, 158
VAMNE® Magnetic Pathogen DNA/RNA Kit RM601-01 50 rxns 2,500 5 miEFREFES, B 5000 /& TRS$1502-C300 1,000
1.5ml Reagent Storage Tube & Cap, Neutral
SR VAMNE® Magnetic Pathogen DNA/RNA Kit RM602-01 64T 3200 1.5 mlRFIREES & =, B 500 /f8 TRS1502-S100 400
DNA/RNA $H2HY (Prepackaged) ! ] i
12%3%;3;1;_54;0@%%;;9& with Knurling 2500 / & TRS15023 1,100
VAMNE® Magnetic Pathogen DNA/RNA Kit : TR E, Wit
(KF Prepackaged) RM603-01 9T 4,800
P 9 1.5ml Reagent Storage Tube & Cap, with Knurling, Neutral 500 /45 TRS15023-S100 400
1.5 mEFIREE & &5, &%, B
VAMNE® MagUltra Blood Genomic DNA Extraction Kit DM101-01/02 50 rxns/200 rxns 750/2,800 15miR t St Tube (Low Retention)
.5ml Reagent Storage Tube (Low Retention
% EEZE DNA 28 1.5 mAFIREE (RIRE) 2500/ & TRS1501 1,300
M tic Bl DNA Extraction Kit (P ki DM102-01/02 2x16 T 16T 70/1,7
agnetic Blood iraction Kit (Prepackaged) 02:01/0 x16T/6 16 57071700 1.5ml Reagent Storage Tube Cap, Neutral (Low Retention) 2500/ 78 URSIEUCAN S
1.5 mAFIREES, B8 (ERH) 5000/ 48 TRS1501-C300 1,500
p = - . g
H4EH) DNA $2EX VAMNE Magnetic Pathogen DNA Kit (Prepackaged) DM202-01 64T 2,560 1.5ml Reagent Storage Tube & Cap, Neutral (Low Retention) 500 /4 TRS1501.5100 500
1.5 mIXFIREE & &=, BB (ERH)
1.5ml Reagent Storage Tube, with Knurling (Low Retention) 2500 / 86 TRS15013 1300

1.5 mIEFIREE, BRE (RRK)

1.5ml Reagent Storage Tube & Cap,
with Knurling, Neutral (Low Retention) 500/ & TRS15013-S100 500
1.5 miXFIREE & &, HRE, B8 (KKK )
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W MEEFET

— i B4 () PR P B4 ()
10 pl Pu‘)ette~T|psA(I§ack) dEEll s PTROOTH 260 g 2: E%gﬁg;é%ﬁglcal Alpets 501N/, 200 4N/ FE CPP00005 340
10 pl B (22) %% /&, 508/ PTR00112 1,300 RIS
CHoT) 200 yl Pipette Tips (Rack) %Bx%/m 10R/8 PTRO2011 280 18 m E;Eﬁgé%gg'cal Pipette 504/, 2004/ 78 CPP00010 440
3 3 A
200 pl BB (R%) 9637/ 8, S0/ PTR02012 1,400
25 ml Disposable Serological Pipette A A
1000 pl Pipette Tips (Rack) %6¥%/=, 02/68 PTR10011 300 25 ml — R ISR 2540/ 46, 2004/ 48 CPP00025 600
1000 pl BRIRk (2%) 96 % /8, 508/ PTR10012 1,500 s
50 ml Disposable Serological Pipette ~
& 10a P e 25414, 1004/ 78 CPP00050 780
10 pl Pipette Tips (Filtered, Rack) 963 /=, 10=/8 PTRO0121 360 50 ml —REMERRE
10 pl BRESL (G, 2%) 9%Z%/&, 508/ PTR00122 1,800 25 cm? Cell Culture Flask
2 N T25 fHEIEFEHR 104 /6, 2004/ 48 CCF00025 1,280
200 pl Pipette Tips (Filtered, Rack) 9632 /=, 10=/8 PTR02021 380 e
3 S| ((EEER A
200 pl BRIk (FSLS, =%) 96 /E, 508 /5 PTR02022 1,900 75 cm? Cell Culture Flask 5D, 1000/ BB CCFO007S 1 560
T75 HEIEFHR ’ ’
1000 pl Pipette Tips (Filtered, Rack) %x/E, 102/8 PTR10021 400
1000 pl BRIRL (HED, &%) BEIE, 50/ PTR10022 2000 175 cm?” Cell Culture Flask A A
, 1175 gt 546, 40458 CCF00175 800
10 pl Pipette Tips (sterile) -~ preppe
pette o 1000 7 /4%, 1048/ PTB00112 900 2 "
10 ul BBiRIRSL (RELeE ) /48, 108/5 ggsczﬂﬂgfﬁu;;gure Flask 5414, 25448 CCF00225 1,000
= a
200 pl Pipette Tips (sterile) & 104 Cell Culture Plate, 6 Well
e IS s 1000 37 /48, 1048/ PTB02012 950 e , ~
200 pl Bk (REREE) =i%, 1088 6 FLAIEE R 14N 8, 508/ HE CCPO01006 690
1000 pl Pipette Tips (sterile) o o Cell Culture Plate, 96 Well 18, 1008 /58 CCP01096 1380
. e 1000 37 /48, 548/ PTB10012 500 = N8, * ;
1000 pl BSRIRSL (KRBT ) X /4%, 5R/7E 96 FLABABEEFRIR
. . 2.0 ml Cryogenic Tubes (Ex-) A~ A
10wl Pipette Tips o 1000 3% /48, 1048/ 75 PTB00122 880 2.0 ml HEE (SME) SRR RO TeG02120 1200
10 pl Bk (FERELREE)
w2721y 60 mm Cell Culture Dish ~ N
200 41 Pipatte Tips T o mm M 104 /8, 5004/ 48 CCD10060 1,200
200 pl BRI ( JERELSE ) 1000 3% /48, 1048/ 74 PTB02022 930
100 mm Cell Culture Dish A~ A
1000 pl Pipette Ti 100 mm fRREEEM 104 /4, 3004 /48 CCD10100 1,080
ul Pipette Tips
gl AN 100037 /48, 548/ % PTB10022 480
1000 pl Bk (FERELEE) <=y 150 mm Cell Culture Dish 56, 100/ /48 cCD10150 1200
izl 150 mm mpesEEm He : ’

B iEERERM
RS B4 (52)
230 pl BafbB kML 50 & /%8 RTB02301 2,000
0.2 ml £BBHFLR 50 1R/ & RSP09602 1,500

1.3 ml BahfRFLIR 100 4% / 8 RDP09613 2,500
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@ TruePrep® Flexible DNA Library Prep Kit for lllumina (Vazyme #TD504) ® VAHTS® Small RNA Library Prep Kit for lllumina V2 (Vazyme #NR811)
BT IR R R S R A AVINZEE, hin B

BIHRA wEBE"
e TGO S FHEYIA RNA. SFHEA (S5B4K. FFPE ) RNA. 5 BI4HLAT small RNA
RERNE
PUERRRETZ, NE1.3h - BERNES
RERBER M. M5 SN RNA BRI
| e — \J

R EHEAT RS TR
@ VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 (Vazyme #ND627) @ EpiArt® DNA Methylation Library Kit for lllumina V3 (Vazyme #NE103)

FrER{LES% DNA S ERERFIE DNA FREL S ERENFIE

— #ETE
& “EE BI3E2 10 pg-250 ng, KGZE 40 bp MR EMALHET
SNP #1 InDel #HEIBIRMAKIEIE, 2RI RN -

L BEAES
SR ETSHBHERRA, HEBXERUE, KEEREE
RO, NEREES -

HEREE

ERRFARRBE RN BEM FORABARHNFEERE

@ UltraClean Universal Plus DNA Library Prep Kit for lllumina V3(Vazyme #UND637) @ Hyperactive® Universal CUT&Tag Assay Kit for lllumina Pro (Vazyme #TD904)
PR R ELESIL DNA EMEIRFIE Pro, ik CUT&Tag E&
RER AR HEBBEEE
ANV B R ARG ZE 100 min BATHR, RASEROMABENE
EEETE pA/G-Tnp H &
PSS s IR, PIENES, ERIK
RS REER TR
ARG R AR R IREBERFTFR, BB

i1l DNA Spike-in
IR, BOLWIRE, FERETER

@ VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumina (Vazyme #NR606)
SFZMORAR, E738 RNA ZFEHA=
@ Hyperactive® pG-MNase CUT&RUN Assay Kit for PCR/qPCR (Vazyme #HD101)

XEEEE
STISHRFHR (GEHFHE. BRIEEHR, BEENR, YETENER) , THRASYH CUT&RUN-gPCR —&i&%E
Ell=A3 §:d
THEIRIF, mRNA SEHES EERE
ERaS BEiE#H{T qPCR, HRERKEGLRER
VNL-96P ZERINES ZEREMR
Spike in DNA I IE4HIE|E R
2 [

LHREIMNEE, SREifFe




W@@ BB 2 ™= 2024 BEEFREWEMH y DNA EZERJ ™= m 2024 EEFRBWEM

©® VNL-96 ( —%EfTSHiEMHER ) /VNL-96P ( {R{FIFHEFER ) DNAZERANZE(EHTF llluminaER)
— SRR EENAI Iz BRI T Fu,

EHREE, B FRTERNEZR, ERES DNA XEHEHI~m

Inheco M PCR XFIEEEHIN, REEHERE; BRAMMERZRY, EFEREE

N TruePrep® DNA Library Prep Kit V2 for lllumina TD501-TD503

O ey Y A Fifg —_ —

BHKEER, ANTRED 4 ! TruePrep® Flexible DNA Library Prep Kit for lllumina TD504 )
24 {RAFEFD PCR MRIEBINEE, M DNA-seq FiREH N FAFISFEM, BEEMEILEHL >
SEAMLBERER VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607 g
V. RHSRE. =/1& RIS , URSEENE .

LA L LR SE, PEEs bRl -< HURATEE — VAHTS® Universal Pro DNA Library Prep Kit for lllumina —  ND608 =
VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610 ?
. ® . . . AR
@ Hyperactive® ATAC-Seq Library Prep Kit for lllumina (Vazyme #TD711) 3|
— : ) :
fER R, ATAC-Seq N VAHTS® Universal Plus DNA Library Prep Kit for lllumina | ND617 FE
b VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 ND627 I%III
UltraClean Universal Plus DNA Library Prep Kit for lllumina V3 UND637
HARREE
3875 100-100,000 NMAKRNE
VAHTS® Universal Pro DNA Library Prep Kit for lllumina — ND608
TMHIEER
TSS EERITH IGV MEIEELLES VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610
-1 SZEE
® 0.2mIPCR 8 BXE ( BEE )(PCR008°2) - VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
“SUE” HRIC TSR VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610
HEtRR
—R¥ER, e, BT UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA (UDF®) UNA303
SR%= UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA&RNA (UDF®) UNA313
E=0CEE, SERE, BREETF 3%
=IEBE - TruePrep® DNA Library Prep Kit V2 for lllumina __ TD501-TD503
STESRE, KAECELERTSR
TruePrep® DNA Library Prep Kit V2 for lllumina TD501-TD503
@ Cell Culture Plate,6 Well (CCP01006) TruePrep® Flexible DNA Library Prep Kit for lllumina TD504
6 FLAREMR, EIFEBESME, MERFETEINLIT VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
- VAHTS® Universal DNA Library Prep Kit for lllumina V4 —  ND610
EEnE VAHTS® Universal Plus DNA Library Prep Kit for lllumina ND617
{3z
TC SI2HR, PIRAREFAN VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 ND627
BiERE VAHTS® Universal Pro DNA Library Prep Kit for lllumina ND608
TH. ki, THAE, TENRERE
BRI VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
RENFEEDBEXE, HERCHR VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610
RERE
FLESHRBERR/), TRETE—HHIHRER o ) ] i
VAHTS" ssDNA Library Prep Kit for lllumina | | ND620
BERY

IREIERNERERK, HEESSE
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¢ DNAREZSIER

2024 FZr-micWFH

HERBEELR SR

TruePrep® Flexible DNA Library Prep Kit for lllumina
(TD504)

7 100 pg - 500 ng #BAE

22 e FE R 52
KEHRBES

[ ~RRE ]

RIEFZERTE, (NF1.3h

MEFEFIEREEHE

Transposon-linked Beads(TNB) 25 FEE @B, @RI EE/RNE L Adapter1 1 Adapter2, &
ZHERS DNA RS, 55C IS 15 min, BIAJSCI DNA FERUFIRIGIELER . SREHRBRAFWE N5S(NSXX) f

N7(N7XX) #17 PCRY g, RIS RTEEENFNXE.

IATNB
55°C 15 min
REL
+ / TNB, Transposon-linked Beads
TSB = Tagment Stop Buffer
ONTSB TWB = Tagment Wash Buffer
EiES mingtik N5 and N7,two index primers containing index 2(i5)

* / and index 1(i7) respectively

S
MATWB SE#2:% j

index 1 (i7)

N5 ===

— N7

Index 2 (i5)

THAPCRY $#&Mix

PCRi/"#£930 min

¢ DNAREZSIER

2024 EFF micWFi

FERUBEELNZ

B “fRBAME"

B B
[ hzER ]
{ERPEMEAS R
SoftClip Rate

SPRFHBEk panel  NCC ff& panel

SNP 0 InDel t& HAYRPAMER KR, RERZ HAOERSE

MEOXELENR, XEREES

- A
=B
= C
== ND607
= ND627 0.6

b panel

SMNEFHEEK panel  NCC &g panel

VAHTS® Universal Plus DNA Library Prep Kit for
lllumina V2 (ND627)

Invert Chimera Rate

- A
= B
m C
== ND607
== ND627

i panel

FERRERETEE, Vazyme #ND627 7E SoftClip i H5H, 5 C AEAFFREAHEER; £ Invert Chimera i 5 H, R TFEMATEE~R.

HNBFIIRIE Variant #2

20000

00000 = Variant

- VEP Filter
80000 Confident False
60000—"

50000
40000
30000
20000
10000
0-

NCC panel 3k Variant &

30000

25000 B Variant
VEP Filter
20000 " Confident Faise

15000
10000
5000

1500
1000

500
0—

8/ panel F3R3E Variant £1&

1000
800 B Variant
VEP Filter
6004 Confident False
400
200 e
40
30
20—
10
0

ERRERMEITERE, Vazyme #ND627 EARZZINESE Variant 16 HAIERT, KAFEE TERFAM Variant B94&H .

O
=
>
2
=
=
51
’).l_
=




y DNA EE%?UFE‘: 2024 EEFERiEER ‘y DNA EE%?UF& 2024 HEFF-miBFE

o

{ g e ‘ UltraClean Universal Plus DNA Library Prep Kit for \
Salesate®  IMlumina V3 (UND637) 15RIIET= VAHTS® ssDNA Library Prep Kit for lllumina (ND620)

S NGRS )
= [ PR Z
> <
2 52 PR (A R AT ERERDEE 100 min o
g R 5 RIEEE, BAMEARERKNE 2 h g
3l BEETE e i B A N . 3l
= N FABWHRS DNAEE, 5 E 40 bp B9 DNA A =
=] =
AR A LS \ A (]|
R RS A = = R o
R e RIS R AR R 1 FEBAET (10 pg - 250 ng) XENAGRSOUFH
BERE
[ MiXER ]
1. EREERTE) R [ LIS RIE |
s 3\
AR RIRANE 30°C 15 min 30°C 5min Input Fragmented ssDNA
mdA B 72°C 20 min 72°C 5 min L )
kR 15 min 5 min ‘
HIRLEL 30 min 30 min - N
PCR E& 30 min 25 min . 3'Adapter Ligation y
Bk 30 min 30 min \ Y,
=zl 140 min 100 min ‘
s ‘ A
BATESE. AR, BMERRER S min, 0 PCR-ree SUFREK(EE 45 min, £ EELFIEIKIEE 100 min, WA i Eeion 3
R NHZ
\ J
2. BEAFREIET 3. HEIBIR § cean e
( )
= 5' Adapter Ligation
0.5ng 5ng 50 ng 5 AN 3
— 4000 00 o . . group . J
% 2 . * Z \s:::y:‘:m ‘Clean up
i 003 0033 ' ES SupplierB
£ 200 . g, —a— L] ( Library Amplification )
= ) 084 * O o 085
- —=— 5 - 3
» T E R I=——1
NN I R ) o __ 0 = °
Q’é(:".s’ L ;i«éfe\f;{t&&oéo‘iéoﬁoiogéﬂcg iig Su?m Vazyme ﬁl Supplier A :: Supplier B Supplier A Vazyme Supplier B A Tail
s T &E < —— 3' Truncated Adapter
[EZi FNc E=HE RPM BEEREEMDT — 5' Truncated Adapter
WPREEZ (MM, MW, FPEEERS ) . PCR W RRERSERTESSEESIN, SBERPMIEENA. T Index
4. cfDNA. cDNA R gDNA ERREBEHER Vazyme {EF Supplier A } Supplier B AE~ R, SSEEHEMR.

BERMAIINLE, BEXEH >1 ug.
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[ tZEER
S A S,
- DNAZEFEHXFEZ(EBFMGIF¥E)
1. MAETFRBMEZE 10pg
AR E&H6/NES gDNA Hi2AEMNR, Input DNA 245179 10 pg, 1 ng, 100 ng, 250 ng, £88 Vazyme #ND620 & A AT EEF= R

TNERFEREETEERE, FRERHE Vazyme #ND620 HEESHERE, BS5 A ABEE~RIE, XEFEES, BEREERF. . R
FERTENER, EFEE DNA XEFEHN™~m

>
[=]
=]
=]

E M ND620
c
g 3 3,000 A g
©
> < 2,000 o ) ) >
> P~ TruePrep” DNA Library Prep Kit for MGI TDM501-TDM503 @
g | ||
2 i ( ! TruePrep® Flexible DNA Library Prep Kit for MGI TDM504
)E B 10 1 100 250 JE
n n n
g Py g g g ,%
I VAHTS® Universal DNA Library Prep Kit for MGI NDM607 |
?:ZJ Vazyme #ND620 ZENFHIERE £, 5 A AFR%EF=MIELL, £ Coverage/Softclip/Average sequencing depth/ M ESEHEIEIR L ) TR — : !v i ry p Ki . i ZZJ
= WHTTF A NTEEFER, BSEKRRIBAE THIERLER. VAHTS” Universal Pro DNA Library Prep Kit for MGI NDM608 -
AR AR
Coverage Softclip
100 0.08 = ND620 VAHTS® Universal Plus DNA Library Prep Kit for MGI NDM617
== ND620
g 80 - A P - \Et] B E8{ki% — VAHTS® Universal Plus DNA Library Prep Kit for MGl V2 —  NDM627
% e §-_-°’ 0.04 UltraClean Universal Plus DNA Library Prep Kit for MGI V3 UNDM637
% “ @ 0.02
o 20
o 0.00
0P ing 100ng  250ng 10pg  1ng 100ng  250ng VAHTS® Universal Pro DNA Library Prep Kit for MGI —  NDM608
Average sequencing depth Library Complexity Statistics(Rate)
8
g = D620 g_" = D520 VAHTS® Universal DNA Library Prep Kit for MGI —  NDM607
@ - A 2 2os - A
o T S g
e E’ E 7 06
== 4 o O
Se O % o4
< 2. E = VAHTS® Universal DNA Library Prep Kit for MGI —  NDM607
g ‘é a 0.2
n 0. - 0.0
10 pg 1ng 100 ng 250 ng 10 pg 1ng 100 ng 250 ng
- UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA (UDF®) UNA303
2. BREE 40 bp WRER UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA&RNA (UDF®) UNA313
UAPIFRE A BRE B ERIENR ( FERILAS/NE gDNA IEZEEI£ 90 bp, &AL 40 bp B —HER) , S8 Vazyme #ND620 K A AEIEZE
FRIREREREHITEMRE, SRKMA Vazyme #ND620 AT FRBEE 40 bp Wik, BS5 A XBEEF~REL, XEFEES, VAHTS® Universal DNA Library Prep Kit for MGI NDM607
0
GRBIT . - VAHTS® Universal Plus DNA Library Prep Kit for MGI _ NDM617
® i i n
N Vazyme # NDB2OSTEIEFY A EER VAHTS" Universal Plus DNA Library Prep Kit for MGI V2 NDM627
g - & 7 VAHTS® Universal Pro DNA Library Prep Kit for MGI NDM608
2,000 ) f\ | o R r
s Il ND620 1 DNA Al [\ h : 7 ; t
(=) ng— « \ \
£ 1,500 A 99 11 \ L Hﬁﬁ Jl
% "“‘ﬂmv/ e v A — - VAHTS® Universal DNA Library Prep Kit for MGI —  NDM607
> 1,000 - ™ —
F ) P :< +
S 500 ol — [ ,‘ :
b= 10ng-gDNA | = ‘] I\ :
0 o S |
1ng 10 ng 10 ng R
gDNA gDNA g—RE B T P s
- - I e
10ng-£—K| - . S |l af ‘\“ \
= = - | . |
TR R R B : e L Q\LLJ; - ﬂ
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FFPE #7 DNA &S5 = FFPE DNA ZFiXFI& (MGI)

p— ® . . .
VAHTS® Universal Pro DNA Library Prep Kit for MGl (Vazyme #NDM608) 264 FFPE DNA (&S24 MG| 558 HE o ] VAHTS" Universal Pro DNA Library Prep Kit for MGI
FNFF A EEEIAL, T 100 pg - 1 yg Input DNA BRI AAT AL A E. AXAISEE DNARGIESER, ————==J (NDM608)
BEREREERREIMNEERAIERIE (FFPE) S /Y DNA 1RG5, MBEIEHREA. RO, mESWA. 3 KHA%E,

O O
. | EREREEIE DNA AR, FEIMERE DNA AN ERSE . BIEIXRIHESER . EEERTIEY BERA RS, [ PR ) e
> X EZENENT IS EFHRIBREA, TZERTESMEARR PCR & PCR-Free XEE, BRAFBOHERRE. >
% HAZPREMFEXFEBEE T RN REEHTIEERIE, BRARE LRIET XEMRNRESNESY. Tl L | BREEEERG. P12, %O 37 HHEEsE %
S : " N - EN
il PTG I ARV APfiLA ek e M ERURNNET BERYEEERT %)
?I: UTAUAGU CTACAGEC i;z
GATGTUG GATG & 6 N sl2, . - -
AA —_— —_— MEBO TR BEERENMRMER SNP & B M an
g _____ e s T
CTACAGC AR GATGTCG
i Galce c6 [ hEE )
s 1. BRI 2. BEENRHIE
g T ANE NG E
GATGTCG
e 100 GeneWell-Tumor
TEE l Ligation l Ligation 80 : :EZ:;S 100 = NDM608
S A
3? 60 = * : B
BENENE AT AR FRIEIE AP % L&
SN— - SN———rrrrrr—— 3 40 =
UTAUAGU € TATCAGE ot 40
GATGTUG GATG cCG '|>(2° 2
e | e —
Gap Nick ° 1ng 100 ng 1ug 0 Mapping Rate Coverage Rate RNE
S——rrrrrr— ~—rrr ™ S——rrrrrr—
saTecs SATS ¢ sATSTCS Vazyme #NDM608 7E 7 @ 0214 B F H0 S 86 L 549 7E 70% B 20 ng GeneWell-Tumor (;ZHhE 800 iR ) FH8IR, &
= TR T e o Wk, BEUBERLR . 3 Vazyme #NDM608 &1 NCC B 212 I panel # 17 2% 32 i3k
.l Y EME, SHIER MGISEQ-2000 E&# 1T PE100 .
— N N
CTACAGGC ZERER, Vazyme #NDM608 HIEREMLF o
GATGTCG
/__I_I_i_l_l_l_l_
l PCR i PR 3. RESHISESG thR
BENENE A & RK FRIENE AP 8

Bm Expected

= NDM608

L L LI

TTATAG CNGC .

AN T TS GNC G - A
I R T N N L B
Gap Nick R4

L L L L Ixxll

CTACAG cC G6¢C

GATG © [ 2

Ll 1l 1wl 1 1]

3imE A 0

R

PIK3CA BRAF EGFR EGFR EGFR EGFR KIT KRAS KRAS KRAS NRAS

S —
.

> — 4
Lo o4

oo
> —
.
o o
- >
Lo o]
o o4

—_

o o
o o4
S —

C
(|3 Gene Name

LA 20 ng GeneWell-Tumor ( iZ fh#E 800 tR E &R ) NIEMR, FH
Vazyme #NDM608 #1 NCC F/EZiZ i panel 1T H IR X EIDRE,
JSEAfEA MGISEQ-2000 A #4T PE100 . £R 87X, Vazyme
#NDM608 383516 HERFE#HIF 2% (F ( B+ “Expected” FirR ) , H
HERMLTF A ATF B ABREE~R.
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UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA (UDF®)(Vazyme #UNA303) #1 UltraClean

Pathogen Multiplex AmpSeq Prep Kit for DNAGRNA (UDF®)(Vazyme #UNA313) 2EF 4t PCR &S B ISR | Ultraglean Pathogen Multiplex AmpSeq Prep Kit for DNA
2 S 43SUE T 4 & [ R R A L . ——e=) (UDF") (UNA303)
BrEERFE, DERTHEDNAEN. 5B/E DNAKRNA H#1ig, L EAFIAFIEYLIEEZE PCR A&,

O 3| X\ UDF®(dU-mediated double-strand DNA fragmentation) [5iS AR, ERIEMEER, FiBEEE. K W)
:(Z> EMY—UMNEMLE, TERHLEREFSEARSMERNBRERSR . A7~ RSBEREFEMNEE 3h, HFFD) [ F=RiEa ] :(Z>
)ZL% BIERTENF 1.5 h, TEERLIAREN 1 ~ 500 ng, EAHKI Panel EEFN 1 ~ 500 E (Panel GCEEN 30%- e
[ 80%) , EMT lllumina #1 MGl xRS EBNFFE . S0 i evie | UDF BFiSEAR, BRERS SR [
P =
il [ Sca /e | BT 1B s BERS. BB N. 8—8F gl
SCIG IR S
5 . -~ 5
AA TERNESSEEEH FEEE. AREIL. BREPEE AR
R T .
) . [ Wit ]

Input DNA & cDNA

1. BEERIRSIAR
e T & dU RIS R PER, S8R A 0.1 ng, EH qPCR AR, AT IBARFH AN UDG B, UDF f

S — g N Multiplex Amplification uoF (Vazyme #UNA303 FT& HLEE ) ##1T 37 CAE 10 min, BT qPCR ¥1% (A SYBR Green i% ). &R KA,
& camomn S 4 UDF 2 BARSRERBREZNT UDG LIB4A.
5 Ve el U 3 dUTP, dATP, dCTP, dGTP, dTTP \ Y,

3
i
3 N 5 (] Index Amplification N

— e e L e e e oy

5 o 4] s v s > -
Ehsy | EnsRy | Bl
oo 1IN radu) Biaau) B0 (TUT) EEBAAC,)
1 d 1 1 1L 3
RS ARESR g E— : 1
(REFZRISRPE— BTy ) | oo o \) -

! - 3 UDF 8.10 23.12 -15.02 100.00%

(e - N N

: ) ATplmnuhbraryu . TEHECEBRIB SRR (gPCR)

HE m — 5

BN J

"""""""""" 2. (RBHY 15 R

B A 293T 48 gDNA TR BB EZERLL 10001 REWRESHWERFRER (Hh, BEF/RZEMR 17 # DNA F1 RNA
REESRSBURHIT) , UEAERIETHELE PCR, REEF FB 8 FXEDE (XA 492 ERXE Panel ) . &R
£7R, Vazyme #UNA303 EEMESHEHR . BN —1.

UltraClean Pathogen Multiplex AmpSeq Prep Kit for DNA&RNA (UDF) 2 EERIEE

(A) 120 (B) 50 ©) 3 = UNA303 (UDF)
“ — 100 S - NA3O!
2 § w0 E H ) = Supplier A
B

88 5 E == Supplier B
§s5 E 2 == Supplier C
2% 40 T X
£ 2 >
53 E 3

20 5

o

Lot S S BRI B
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UltraClean Pathogen Multiplex AmpSeq Prep Kit for

R DNA&RNA (UDF®) (UNA313)

S olibEe e UDF RS RFEAR, BRERITHR
FEUERAKR PERELHELN, TEEHITSET &
EC e EEEE. ARTW. RIEFEE
RET 1B HaE RERS. BEEM. 3—1F
[ iz ]
1. BERILS IR

e T8 dU RELLS R AENR, 23N 0.1 ng, BHl qPCR AR, EYIGERF BN UDG B . UDF B
(Vazyme #UNA303 Fr&iELEs ) #4T 37 CLIE 10 min, Bi#{T qPCR ¥ (XH SYBR Green ik ). F£REXH,
UDF 2 IBARSHBERBIREZMT UDG LbEBAH,

BRIy | BNsRY
(F2du) | (&du)

1-2A(A Cr)

AC; (T-UIT)

-0.51
<1l
-15.02

100.00%

TEIEEBRIPISRAR (gPCR)

2. (LR 18MEEE

B A 293T i gDNA TR & HEEZELL 10001 REWBEEHERREDR (HF, BEHEZEH 17 # DNA 1 RNA
RREREBLRHITA ) , E/H Vazyme #PR111 B4R, LISER=YHERITHE PCR, REREF Tl 87X
EEIEE (SRAD 492 E/5/R Panel ) » £RE7R, Vazyme #UNA313 EEMENMER. SREMY—4.

(R) (B) (€)
120 0 4
? = UNA313 (UDF)
§ g 100 3 c - NA3T2
5 < 2 30 53
g2 a0 ® g = SupplierA
w o= 5 ~ :
55 6 g 20 a2 = SupplierB
] 5 w == SupplierC
40 2 [
= § g 10 >
&8 2 E i o
[-N
0

o
o

YRS S|4 ERAELA

¢ DNAREZSIER

2024 EFF micWFi

ek T & IR B

(RIS

[FRRR]

=3
R
&R
[ itz |
1. BRIE

BEANHERS, SHHUE &S DNBEX

WMERBEMEE 1h, LEEMTE 240 min

FABWim MG LT A B

1 | Input DNA . =1
PoseC 1 min Oligo EIALR SRR AL pHERER
65°C 1 min 37°C 15 min 37°C, 10 min 110 pl beads ssDNA Qubit
40°C 1 min 60 pl 70 pl 30 min 5 min
48 pl
o
2. BRIMLERS, FREMT
Xt S EEPRL, S R Wi S EETRY
40 50 501 60
- NM202 - NM201 - NM202
~ 304 w Supplier A ~ 40 o NM202 - 404 = Supplier A -
g = Supplier B £ = Supplier C 2l = Sipplier B g4
& 204 == Supplier D #
g § i Rl § 2
104 I 10 3 1 I
o ol

0.1 pmol 0.5 pmol 1 pmol 2 pmol

3
]

o NM202
= Supplier A

‘ |‘ | | = Supplier B
T T T T

0.1 pmol 0.5 pmol 1 pmol 2 pmol

s
T T

DNBZEE (ng/ul)
=3
DNBXRE ( ng/pl)
~
3

> 3
T

0.1 pmol 0.5pmol 1pmol 2 pmol

e NM201
e NM202

= Supplier
= Supplier

0.4 pmol 0.5pmol 1 pmol 2 pmol

TEHR N BB UK ERIMEIERS DNB iRE

& Vazyme #NM202 5 Vazyme #NM201 . & & E 27 Supplier A ~ D #{TIRUERITILL o
Vazyme #NM202 EE—EH%, B, Vazyme #NM202 I HRAEFRAXERAE (0.1 pmol —

EDHA

-
T T

C
D

DNBRIE (ng/ul)

chNA ZgiTRNA FFPE

JONA

CIDNA 203TRNA FFPE

VAHTS® Universal Circularization Kit for MGl (NM202)

BRI ETMY

gDNA

3

= NM202
= Supplier A
== Sipplier B

w
g

DNB#E( ng/uL)
~
8

]

=

CfDNA 293TRNA  FFPE

aDNA

cfDNA 293TRNA  FFPE

TEMEMR B IR M EERITMEIERS DNB RE

2 pmol)

TEERAE.

e NM201
e NM202
= Supplier C
w Supplier D

= NM201
= NMZ0Z

w= Supplier C
= Supplier D

HERFR, AR W ENREEL,

O
=
>
2
=
=
51
’).l_
=
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DNAZEIXFE (IEATF Nanopore ¥ §&) ONT =+ DNA BESK 5=

ERETENER, %FES DNA XEH &N~ VAHTS® TGS DNA Library Prep Kit for ONT 2— & F AR X EEAIA, AT Nanopore MK ILWFFE,
%54 Barcode Adapter X3 100 ng - 1.5 ug f9 gDNA AR T EFHITEH AR SH AR E. Nl SkBEDHL
', NS EEEREARE, BREBOMUCHEN LS, TERREE / RBEE/MARELFLEN, EEHTT Barcode O
. . ':"‘_ﬁhlt =] . P = (H . ?.::\‘ 1= = ok \é‘ , - 'M,_._,
jZ> Kit  — VAHTS® TGS DNA Library Prep Kit for ONT —  Ts201 L;r;tlon’ T iRiEERE .. AP RHENBHASEE 7 RN RSEEFINEERIE, JRIENEGZNRELE jZ>
e .
z‘_z|§\ VAHTS® Repair Module for ONT TS21 o g
ﬂ Module — VAHTS® BD Ligation Module for ONT - Ts2 [ L3O RTE ﬂ
}u_ VAHTS® MP Ligation Module for ONT TS23 ’u-
= - ~ =
AR Input DNA AR
o PR—
3§
g Sy—ii—d
- ° J
-
é DNA Damage Repair & End Preparation )
O ——] )
3 A———————p5
50 A3 5'P——————AY
\3'A ®5' IA———0% Y,
b
4 I
Barcode Ligation
—T A
A T—
N\ _J/
~+
4 I

Motor Protein Ligation

® 5' Phosphate Barcode Adapter T
A 3 dA Tail S
T 3'dT Tail —

Motor Protein Adapter \'

VAHTS® TGS DNA Library Prep Kit for ONT (Vazyme #TS201) iR EIEE
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VAHTS® TGS DNA Library Prep Kit for ONT (TS201) FRTEHRNEZER, ®FES RNA XEFSEIN™m
N  VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumi NR606
[ =it ] Kit = VanTs® u:ivzrzz V8 RNA-s::qLibrafyryPre;e)pKit fo(r)lllumr:;za 1 NR605

RNIGEE + RBEE+MAR—EXH, TFEN, TEE

O
pd
>
2
3
=
5l
7=
T

BREREEE

[ i EE ]

2R ERE

REMMSH

HFIEBEM R

#1T Barcode &

ERNEEERNEET< 2 h, REMRETEITK 230 min

ARIN. B HEDSSYH

KARZEERS., EFHS . EREN

BAML., KiE. SECEEHKERN gDNA RZEEFERENR, £ 58EBId Vazyme #T7S201 Fl &/ E £ RITE DNA X FEF,
Nanopore SBEF&ANF, KERAFAAZELFNMEE. ERER, HLFRERESR, Vazyme #T15201 EFEMRTHL
HIETH  RE. ESMKABRIEE,

1. BRREIEHERE

7 TMIEIERERRIR TS201 Supplier A
Clean Total Reads 1,910,636 1,754,451 150 100
A Clean Total bases 37,568,318,787 30,769,214,717 : 2w
Clean Mean quality(Mean Q) 14.77 14.69 % 100 ! 60
Clean Total Reads 3,398,731 3,494,821 K ‘é
2 50 g 40
izt Clean Total bases 32,590,018,744 31,687,125,980 k) g
Clean Mean quality(Mean Q) 12.86 12.77 0 °© o
Clean Total Reads 223,825 287,405 A 1 e A W W
HED Clean Total bases 1,629,142,727 1,791,295,356 B TS201 B SupplierA
Clean Mean quality(Mean Q) 15.5 15.3
=Hhle TR HU 2R
2. EERK FERIERR
£ ARERKE TS201 Supplier A
5-50 kb 63.63% 60.95%
40000 16000- 80
A 50 - 100 kb 8.25% 6.57% g
100 - 200 kb 0.13% 0.11% 2 - oo g
a o 4
2t 72.01% 67.63% 5 20000 § 3 40
z Z 5000 8
5-50 kb 39.63% 37.02% 10000 g
- 50 - 100 kb 2.22% 2.10% 0 . 3,
A i ¢t A e A [ et
100 - 200 kb 0.02% 0.02% m o h wm
=it 41.87% 39.14% I Ts201 I Supplier A

TRIREG SRR

e EEEGRB R IR
SRR

Small RNA &

RNA Z& PCR &

<

VAHTS® RNA Adapters set 1 - set 6 for lllumina

Adapter -
S VAHTS® RNA Multiplex Oligos Set 1 - Set 2 for lllumina
VAHTS® mRNA Capture Beads
VAHTS® mRNA Capture Beads 2.0
\ Module

" Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-off® rRNA Depletion Kit (Bacteria)
Ribo-off® rRNA Depletion Kit V2 (Bacteria)
Ribo-off® rRNA Depletion Kit (Plant)
Ribo-off® Globin & rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-MagOff® rRNA Depletion Kit (Human/Mouse/Rat)
FastSelect rRNA Kit (Human)

Kit - TruePrep® RNA Library Prep Kit for lllumina

TruePrep® Index Kit V2/V3 for llumina

Adapter — o . .
TruePrep™ Index Kit V4 for lllumina

Kit - VAHTS® Small RNA Library Prep Kit for lllumina V2

Adapter — VAHTS® Small RNA Index Primer Kit for lllumina

Kit -~ VAHTS® RNA Multi-PCR Library Prep Kit

Adapter — TruePrep® Index Kit V4 for lllumina

N803/N804 & N809-N812
N323/N324

N401
N403
N406
N407
- N417
N409
N408
N420
N460

- TR501/TR502/TR503

| TD202/TD203
TD204/TD205/TD206/TD207

- NR811

H N813-N816

5 NA211

TD204/TD205/
TD206/TD207
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VAHTS® Universal V10 RNA-seq Library Prep Kit for MGI

Kit -
VAHTS® Universal V8 RNA-seq Library Prep Kit for MGI

| ®
RS AR { Adapter - VAHTS®™ RNA Adapters Set 8 for MGl

VAHTS® mRNA Capture Beads

VAHTS® mRNA Capture Beads 2.0

Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-off® rRNA Depletion Kit (Bacteria)

Ribo-off® rRNA Depletion Kit V2 (Bacteria)

Ribo-off® rRNA Depletion Kit (Plant)

Ribo-off® Globin & rRNA Depletion Kit(Human/Mouse/Rat)
Ribo-MagOff rRNA Depletion Kit (Human/Mouse/Rat)
FastSelect rRNA Kit (Human)

Module —

NRM606
NRM605

NM208

N401
N403
N406
N407
N417
N409
N408
N420
N460

I
0 //é

ey

2024 EEr micF

VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumina (Vazyme #NR606) 2 F &3S lllumina @& FF
BEAAERNEREANENEETRRIE. A THESMK. RIFEEM dA-Taling 8HFHA—$, FERFELEUTSE,
WMAMWENTRIERE, BETEENE. RN, SR TEERIRANETRUERENEFEEE.

Input RNA
Starting
Total RNA (RIN27) Total RNA FFPE RNA
Material
mRNA B rRNA % rRNA £
Ribo-off rRNA Depletion Kit (Human/
Mouse/Rat) (Vazyme #N406)
VAHTS mRNA Ribo-off rRNA Depletion Kit V2 .
RNA . Bm P (Bacteria) (Vazyme #N417) RIEITHRN
Enrichment \a/p“"e ‘:"\‘:03' Ribo-off Globin & rRNA Depletion Kit P w4
(Vazyme )| (Human/Mouse/Rat) (Vazyme #N408) (H“ma”"""’:s‘*/ Bat)
Ribo-off rRNA Depletion Kit (Plant) (Vazyme #N406)
(Vazyme #N409)

cDNA Library Preparation

¢ CDNAZHEAME. ds cDNAKIRIEELR
dA-tailingB&A—E, KAGEEEER
K; RS REMI R
R

& FRAEDE
755 $K18150 - 200 bp EAFER.
DEEFHE: HITHESLE, BARRK
ERTLAMEEE .

[ RNARBRICRBENS 1A )

v

CDNA—4EE R )

o)
o
P4
5
[
i
op
&
&
5]
4
s
A
§
W
il
X
o
>
g

0.9 x BAERAE(L

v

(

MRS

)

VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumina ( Vazyme #NR606 ) § 2 [EIEE
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VAHTS® Universal V10 RNA-seq Library Prep Kit for lllumina
(NR606)

TRl S
[ P ]
W R T
BREN

(MR )
1. XEFHS

EREHEFR (FERYE, RRIESMEK. ELEE
ME. NETEBRE) , ARSSHH

THEIES, mRNA StbS

VNL-96P ZEMIIRS

2000 - NRE0
NR&05

1500

1000

Library Yield (ng)

o
S
S

0 T . e S
#&f‘;&df@@ & @ gk & & % & s o

LA 10 NpFh RNA R8T RNA-seq &, HERIGGIERZEESMET, Vazyme #NR606 ZEF~HIgES T Vazyme
#NR605, rRNA BREBZRIYTE 5% LA,

2. WFrREsr

100: 60000
: e I
90 55000

= 85y 1 I I l l 1 g 52500 I

=~ 80 [}

E . j = Il

= 50 22500

g . | g SO TN LR T 1

“lllllllll £
PEELPS SO PIELP DD
LL10 N5 RNA A1ER BT RNA-seq 8, HRERIKGERZESGT, Vazyme #NR606 FTHHBRBERQ HES
Vazyme #NR605 A —3, mRNA HtbiaFESTF Vazyme #NR605,

3. ERC B

|_R=b)l
m F=3

Library Yield (ng)
2
g

o 5 w0 2 w0 w0 | w0 e 2}
12 8 4 5 6 7 8 910111213 14 15 16

LA 293RNA Ji&EtR, 9 BIERFERN. Bh (VNL-96P) 1T mRNA-seq &, FiIBEMEENEFEX/N—, FE2LH

7//////

Vs //}
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FastSelect rRNA Kit (Human)(N460)

[ i ]

TR IR — £ XK, RENE 2 min
RE 372 1 ng - 1 g total RNA, EXHERAK. FFPE #4
B RNA £8, RHOBERY, FENSSERE
[ Wiz |
1. BEFERAR

20000

10000

Expression Genes

rRNA ratio(%)
s 3 8 8 38

o
1ng  10ng 100ng  1pg ing  10ng 100ng  1pg

BN 1 ng — 1 ug 293T total RNA, &8 Vazyme #N460 LAK Supplier A X rRNA ERREHTERE. &RERAE
TREIGANET, Vazyme #N460 i rRNA £REEHES, ERCEHENEE.

2. REMEEA

ing 100 ng
20000 32000

= N460 = N460
16000 mm Supplier A 24000 . Supplier A
12000 s Total RNA W Total RNA
= 8000 = 16000
& ]
il [ | B il

1500 3000
1000

500 1500

Salmonella Staphylococcus ~ PEDV Salmonella Staphylococcus ~ PEDV.

¥ 2937, WIIKE. £HCEFHIKE. PEDV IR 500 : 1: 1: 10 tbAEHUGRMBERER, £BILA 1 ng. 100 ng HOtEEEAR
K total RNA Ai2iatER, 9 Bf#ER Vazyme #N460 LAK Supplier A #4T rRNA KRE#HT RNA #E, SR ER Vazyme
#N460 7 1 ng 1 100 ng 5t RNA 2 N2 FHHTIEMEARE N, BARNBRISEGE, BE=MEEREN RPM E9HETF
Supplier A, BERFAREREMFBRIGE .

3. 338 FFPE &K

A 100 ng B FFPE # AN 19 total RNA A2 1515, 4 BI{F 10 30000

FB Vazyme #N460 LA % Supplier A 317 rRNA R[5, Bt < ® g 29000

{7 RNAZRIE, BB Vazyme #N460 1T FFPE EARON) £ ° ‘g -

RNA EIREENER, BEGHHEMEE, g’ £ 100
2 g

5000

N460 Supplier A N460  Supplier A
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VAHTS® Small RNA Library Prep Kit for lllumina V2 (Vazyme #NR811) 24137 lllumina BB 2N FE A E[FF LM small
RNANEMZEARAR, FEAEEREGRANEM EHTTHRRRL, BATHASNREERERANE TXEF"
He AAFIEERFEREIRERN 10 ng-1 pg 51, BEHRRNA, LUK 21 ng 2BAWHNME. MK, MK RNA,

VAHTS® Small RNA Library Prep Kit for lllumina V2 (NR811)

small RNA (9 3’ 1 5’ ig D BliE LiEREL, BRTWER. PCRY LN PAGE KM AHWES LR, REBIERT [ =5 ]
lllumina FEMNFEXE. RFSOANELMERENREIMNE TR, MEAS LS T ESNREEHMINGERIE, &K
ARELRIET XEQRNREENESTE. REARFEAR KA MEYE RNA. FEEAR (MiF. MK . S804 ) RNAC

FFPE & RNA. £E4{£AY small RNA

—— = RNA
2 — ppff—  3Adaptor LT 10 no-t po BEMBRNA, 21 ng M. MK, SHMARNA |2
> ¢ — I'\”T primer >
=y 3L al— s~ 5'Adaptor -
——— P5 i S S
E b primer [ Wit ) =
g bl P7 primer g
il v 1. X 5l
= SR App— 5
aTe — - . =]
AR AP8= . N EESiERD y 1 poBlRR iR an
M NR811 : B NR811
= NR801 = NR8O1
¢ :; Supplier A S5 Supplier A
SRESERE g® 2
— App—— s €10
— —_— —— App— 4 g
3 J05
¢ o 0.0
1ug 100 ng 10 ng
cDNAZ L
— Apa— NEIIR A= K=
REBNE T B R
App—
¢ 2. B REENRYT
PCRE%  P5 A6 prmik. mig. shks RNA, & 10 ng FFPE #78 RNA #1 10 ng /MR AFHE small RNA Aitiat&EiR, £H88 NR811
PS P5 REBABDREKFREEREHTEGE, R Qubit NN ERE.
‘:( 507 B NR811
P7 wm Supplier A
p7 40 Supplier B
——EL Y I Supplier C
S::;o-
v $
£ 201
; 104
v .
M3k ik} Shisid 10ng 10ng\RAFAE
N EDIE FFPEHA  small RNA
Cycles 22 22 24 22 23 24 24 22 23 23 24 22 22 21 24 22 15 15 15 15
NS ESil= =z L 3
VAHTS® Small RNA Library Prep Kit for lllumina V2(Vazyme #NR811) &2 B FIEE RERBEARRO LR HRE

HERET, NR81 EAREENEHER LISBEFNEENR.
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Discover-sc® Single Cell WGA Kit V2 (Vazyme #SC101) ElETF MDA MSERI MAR, TS Mg EMERAN
NERLNLERANETENT 1L, NLFSER Phi29 DNA BEBENEE KRS TEN DNA REH, EER=EME
EHEY, FTLSLHEREEN DNA B 5S%; B Phi29 DNA REBEBRENEFEEN, BRRERMALISEH
KIX 100 kb RIELRSEM, B G- MERT/LFRENTIENRA; SET PCRIJFEMEL, Phi20 DNARSEBAES
R32A9 3' — 5" ROSMDEEEY, BREER Taq B89 1,000 &, MMRIET DNA SISREN.

BEHLS |4
[ . BEHLS s & FAEAR M B ML
[
1R
s Do Phi29 DNAR SBETEZ N5 11045
[ A A EIRTHRIEDNAS
TR ROBE S LR R B R ATE B
B0 IE 72 & AR HODNASE 5 Sk 1E
mmh RRL, EETE T E RS

BHEDNA

~\
* 4 4 9 28 SEDNAAE A BUAR B

FEHLS 445 &

BMNEE, ARES FEOWNE

% BEHL 314031 TR DNAS RS
—

Phi29 DNARABES/T SHIMDATREE

2024 EFF micWFi

SRl Discover-sc® Single Cell WGA Kit V2 (SC101)
[ =t ]
H— EEHFIH Phi2o B, TiBEY—
SRS 95% LU O EEE

[ ERE ]
T e B ]
q q q Analysis
10 min 2h
HIB—: YHHAZIR S| HRARLE $E=. MDA 1%
RS EMEEEEAT EETIERAW
A SRR MRS RS R A | RETERAR
2. GBI E AR R 2. B R ARMES B MIERP
3.65°C, 10 min MR & [ 3.30°C,2h ¥R
[ MR ]

LA PBMC (5-6 1~ ). A gDNA (1 ng) At&E#R, M Vazyme #SC101. Vazyme #N603 LIR EfbEIZXE =R 15,
/3 Vazyme #TD502 X¥ I F= ¥ #t{T X EMDEE . SRA PE150 UFHRES, B4 XEN 26 #HiEE; #HE 0.5 M reads,
LL 600 kb {EJ3 bins, #1T PGS REDHT.

THEIBEERER: Vazyme #SC101 B9 SD EHEBE XK T N603 REMATRE™FR; a0 HERR, reads EERA
HEERDHEBLLRIYS, T Vazyme #SC101 ¥ ig—itlF, BT AT AR RENHTEST.

= sc101 4
= N603 ; S
== Supplier A o

Supplier B 0 0 6 %0 1
mm Supplier C SC101

SD_original
o 2N w s o o

PBMC gDNA

nnnnnnnnnn

{

SC101 REfbE 2= RAY SD_original LEXY R R o R A g P
(SD_original Y& SD f&) O
Supplier A

SEREENHSHE

. RIAE, LA600 kb A—NEO, HEOM GC counts HITEHIE
DEAEREERESH, TIRBETONKBENRRME GC miF &S
—,
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Discover-sc® WTA Kit V2 (Vazyme #N711) AELL 1-1000 NAEE; 10 pg-10 ng & RNA AR, BIT$E—45 cDNA &
R E, REEBNRATRFINSITHER, NIRRT ENEHEEEHMEEARE RNA SETRESHNTEERAEN
mRNA-seq 1T FED TR AR IKFIELL Oligo dT Primer AiEER5|¥i#H{T cDNA &5, FFM Discover-sc
Reverse Transcriptase fY Template-switching ;EME7E cDNA B9 3’ xR IN—ERELFY, BidizEL Y HTEEN
PCR #71%, X121 cDNA ¥ 1E=1, B3Et% cDNA SRS HR 3' RIFMHEF rRNA 955,

Discover-sc® WTA Kit V2 27E Discover-sc® WTA Kit it FFENFARIRAE, HENREE. ARFSEEET KB
ERA, ENESRFEEERFTRERROLN .
[ LREE )

l Single-cell isolation

Single-cell lysis
4
Poly A
Discover-sc 5 mMRNA 3
) -mt . J[]]]
TS OligoVv2 _, #¥
- < Oligo dT Primer
First-strand synthesis
y
Discover-sc 5
________________________________JI]]]
TS Oligo vz . ##HH
- “ﬂﬂ“

Template-switching
Discover-sc g
WTA PCR Primer > ﬂ‘“’“’ﬂ | I]]]
]
ﬂ“’“ﬂ Discover-sc
WTA PCR Primer
PCR amplification

y
L I
L EEEEE——

Template—Switching &8 £ cDNA &R~ EE

2024 EEr micF

T8  Discover-sc® WTA Kit V2 (N711)

BIREA R BAMME 10 pg Total RNA BIEI{ERRIAEIR, H{TS%y 12
P — FA LNA BARBORUHRMNAR, KIEEENTEELAER
= fo4e &2
- BIE WS |WI #L K cDNA, KEE/S mRNA 58, BeT 5’
FEU SRR T B3 ffr

ARKEDT RNA HmiIE, NERXRERS T HFmREKX

RAERIDEA i, 5 TRIERE
IR HRESAIREEA 5, EBESTRRENERETY
[itas |

1. ESERGHR

Vazyme-1 ] Vazyme-2 284 293T gL Discover-sc® WTA Kit V2 1%, C-1 1 C-2 284 293T HfEE C AT
BMEESAIRAET 1, B 1 ng cDNA ¥ 1EF=4942 TruePrep® DNA Library Prep Kit V2 for lllumina #3823 .

Samples Expression Genes Mapped to genome Mapped to rRNA Mapped to exon Mapped to intron Mapped to intergenic
Vazyme-1 14807 88.4% 1.24% 86.1% 10.5% 3.46%
Vazyme-1 15138 88.2% 3.06% 86.9% 9.4% 3.72%
C-1 14367 84.6% 1.76% 85.9% 10.3% 3.77%
C-2 15285 84.7% 2.27% 82.0% 13.5% 4.56%

MERFTLAEH, Discover-sc® WTA Kit V2 i XIS IR RBES, B4 293T ML NEEREHZIE 15000 4,

2. HiESHIY—, TRiFE

200000

100000 100000

Number of Reads
Number of Reads

0 o
0o 0z 04 06 08 10 0o 0z 04 06 o8 10

100windows 100windows

Relative Position in Gene(5'->3’) Relative Position in Gene(5'->3)

EBEH Vazyme-1 MIFFBEER NS HER, ABHN C1 MIFRFREER NS HER, HIEE: Discover-sc®
WTAKit V2 FiBREFNFRIETER 5 1 3 NES.
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EWEEZF T mitHE RIBERE, BT

7

EpiArt® DNA Methylation Bisulfite Kit V2 (EM102)

ERATENER, BREGNRNEEFE"m

ju]

LA, | EpiArt®DNAMethyIation Bisulfite Kit V2 | | EM102 55'%3‘55(’ <—,%— *E%{%Eﬂﬂ@%ﬂfﬁ’iﬁ{ﬁ% >99.5%
EpiArt® Magnetic DNA Methylation Bisulfite Kit EM103
N ; S - .
e 2 x EpiArt® HS Tag Master Mix _ EM201 REER HACRTE4E52 = 100 min
B 2 x EpiArt® HS Taq Master Mix (Dye Plus) EM202
N oo e I RSRAEEES 100 pg - 2 ug Y DNA
\ BBEMNEERFIE —— EpiArt® DNA Methylation Library Kit for lllumina V3 —  NE103
BEEE HXEW, B> FRIRE
5 : )
VAHTS"® Concanavalin A-coated Magnetic Beads Pro N515 [ /ﬂ“lﬂé&?& ]
CUT&Tag E84H9> — Hyperactive® DNA Spike-in Control for CUT&Tag —  NS101
TruePrep® CUT&Tag Amplification Mix TD612 1. BRI SR
o 100.0 = EM102
Hyperactive® pG-Tn5 Transposase for CUT&Tag S602 LA 293 40 B gDNA RNER, BAN1% Unmethylated 3 99.5 - §T;§|1aerA
Hyperactive® pA-Tn5 Transposase for CUT&Tag S603 Lambda DNA, #EiRE% 5079 100 pg. 1 ng. 10 ng. K 3:'2
CUT&Tag Efis — = g %
Hyperactive® pAG-Tn5 Transposase for CUT&Tag S604 50 ng. 200 ng f1 2 pgo EAB I NE T, Vazyme 5 980
Hyperactive® pAG-Tn5 Transposon for CUT&Tag S614 #EM102 {4 Z {ft F Vazyme #EM101. Supplier A 5 § :;:s
52184 8 965
° INEN NON NON NON NEN REN
CUT&Tag &&E | | Hyperactive® Universal CUT&Tag Assay Kit for lllumina | | TD903 0 100pg 1ng 10ng 50ng 200ng 2ug
A= Hyperactive® Universal CUT&Tag Assay Kit for lllumina Pro TD904 ARG B T K=
a3 B E: N
Hyperactive® pA-MNase for CUT&RUN S701 2. RIFAORARERAE 100.0 = Em102
CUTSRUN 25 — Hyperactive® pG-MNase for CUT&RUN T s702 % 8 LA 5ng A cfDNA. 1 ug A £ 1 gDNA. 10 ng A g o
FFPE £ 78, 100 ng #{ R 7F gDNA. 100 ng B £k 25 & A FEARNENEE
CUT&RUN g2f= Hyperactive® pG-MNase CUT&RUN Assay Kit for PCR/qPCR HD101 gDNA ##&#R, A 1% Unmethylated Lambda DNA, § o0
e " Hyperactive® pG-MNase CUT&RUN Assay Kit for lllumina " HD102 Vazyme #EM102 S A B X B DNAE AN KL XY S g

>99.5%, {F Vazyme #EM101. Supplier A, g & e & é,e’
RN 4 ¥ ﬁﬁg é"‘

)
TruePrep® DNA Library Prep Kit V2 for lllumina TD501/502/503 [E) DNA BEARZEBR AR
Hyperactive® ATAC-Seq Library Prep Kit for lllumina TD711

JQmEE mem mem mem mem
3. BRI

L‘,{ 293 gﬁﬂ@ gDNA\ Aé[ﬂl gDNA ?ﬂ*ﬁ*&, 1 Human genomic DNA (293) 100 Human blood gDNA
RIARDEIH 200 ng f1 ug, WEMF o :EMEEFA g .
YT 5E DNA B2, Vazyme #EM102 r f: T - "
B4 B U R 9B F Vazyme #EM101, g, ¥
Supplier A, E—— g ’ 200ng 1ug

FEEIREE A B RER

B EM102
EM101
M Supplier A
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2024 FZr-micWFH

REWIEWN

ECTEE8|  EpiArt® Magnetic DNA Methylation Bisulfite Kit (EM103)
[ FREs]
BUHES REEWHEEIEENLR 299.5%
AL R EE R S LB [E) 4542 2 100 min
BANEFRBSTBE TEABANEBERN 100 pg - 2 ug B9 DNA
2 (E(ELE BRI, 5B M L EERE R
[ Wi |

1. MRBREMEELR

>99.5%, fftF Supplier A, Supplier B,

100

©
©

©
®

©

Conversion rate( %)

LA 293 4H 8 gDNA J#EHR, B A 1% Unmethylated Lambda DNA, EAREHRANE T, Vazyme #EM103 &4 K14

= EM103

- 7 Supplier A
= Supplier B
2l ‘
96 I
ollIN NON NON NON NON EOR
g

100pg 1ng 10 ng 200 ng 1ug 2

E 1. FREREANE THELR

PRy A= S S R N
DFA qPCR
UARBERANERNA cfDNA, A£I gDNA AR, BEEWEK

EEE S =Y Vazyme #EM701 #4T qPCR LI, 45
ST Supplier A, Supplier B,

CcfDNA Human Whole Blood gDNA
- EM103 = EM103
I Supplier A 1 Supplier A

24- 30-
™ Supplier B 25 ™ Supplier B
20 20
<N afi 2
] | (O
10
0

o
1 100pg 1ng 10ng 200ng 1pg 2pg

5ng 10ng

2. [ DNA #AREE | FRIRAE TELMH qPCR &R

QRFeERERENEE
LA NA12878 #x @ A B R, B AN1%
Unmethylated Lambda DNA, K BB it = £ 1§
600 bp, EAREEHETHTRENREL, LIk
W RER, R Vazyme #NE103 B1730E
W, XEZEMTF Supplier A, Supplier B,

2400
= EM103
5 2000 " Supplier A
£ ™ Supplier B
v
S 1600
;
3
K 1200
;
-J100 R0 RAL
0
200 ng 14g 2ug

B 3. MEFHER

PP RMIEERT~m

ol

BIFERE

FREBEI

HIEREE

[ SEISRIE |

REAUEELANZ

EpiArt® DNA Methylation Library Kit for lllumina V3 (NE103)

BAEREZERKMNE2 h

A3RE 10 pg-250 ng REMWEWETY

ERRERKERBAEFATHRIALEAERNVFLERSE

[ Input Converted DNA ’

3' Adapter Ligation

5 3
Extension
5 —_ 3
‘ Clean up

5' Adapter Ligation
55— 3
3' ) 5'

‘ Clean up

Library Amplification

b
5' 3
3 5

o Tail

—— 3' Truncated Adapter
—— 5' Truncated Adapter
— Index

2024 EFF micWFi




> RMEERT~m 2024 EEFREWEMR

[iREER ]

1. I ANER]FEE 10 pg - 250 ng

LA 293 4MHE gDNA HigiR, FEBAEER Vazyme #EM101 TR EL W, ERERHEEADREIBAET (10 pg,
100 pg, 1 ng, 10 ng, 100 ng, 250 ng) , Vazyme #NE103 9832, BH5 A, B AERE=RELL, MEFS
55, MMEHERERF.

3,000 = NE103
5 mm supplier A
% 2,000 I I mm supplier B
[

21,0004 i I
2 ] ni
4
c 500 4
Ee]
T 250
0=
10pg 100pg 1ng 10ng 100 ng 250 ng
Input DNA
TEBABTHNE~E

2. BT EEREE

FREAEERER (A CfDNA. /NG FFPE DNA. #EFERFYEDNA) , FERUBLIT Vazyme #EM101 #1T
RENEN, BUEHNTYWSE Vazyme #NE103 R A. B ATRERWIEZERERTLELNE, £REH,
Vazyme #NE103 19865302 %

A cfDNA /\NER FFPE DNA M EEE
3,000 == NE103 2,01 = NE103 3,000 = NE103
= supplier A B supplier A - i
jZ]ﬁ 2250 ; 1 ! supplier A
== supplier B B supplier B 5 g0p. = supplier B
e [ ]
1,500 1,000
400 800
1,000
200 40
o 0

10 pg 100 pg 1ng 10pg 100pg 1ng 10ng 100ng 250 ng 10pg 100pg 1ng 10ng 100ng 250ng

3. RETERMLHANR

L 293 48H8 gDNA RiER, FRUESFIZZITRBEHECNBEENCRAANZ (A, BREZUHAFR) #TREW
i, RURNFMSE Vazyme #NE103. C. D ABREmITEREREHRHITNENE, £REHE, Vazyme
#NE103 eSS RUERE.

N* BeAUAEHR
*
2,000 7* AR e 800 = NE103
- )
1,200- == supplier C 600 - SuPp:!er g
I i B supplier D suppler

400

300 400

150 200

0 0
10 pg 1ng 10ng 10 pg 1ng 10 ng
FREWER TR E-2

> RIME(ERT=m 2024 EE=R MM

CUT&Tag EHE - DNA BEEE AR

Hyperactive Universal CUT&Tag Assay Kit for Illumina Pro(Vazyme #TD904) 24t3X3 lllumina S B ENFFaE QI
ENBFAREARE -DNABEERANIR#&. CUT&Tag (Cleavage Under Target & Tagmentation) AR E—FMHARE
HJR -DNA HHEERM#F 5%, M Protein A/G RIEHNEEER, ERASISTERERBENER, HEBNUSMIEHT
DNA 9B, AAFIBRMA T LR RNIKARTIRE, oIS qPCR fIEESLR

I EEAEE(0.5 - 1 h) Living cells preparation

| +1st Antibody

/

A
ZEE—H(4CER) M

| +2nd Antibody

q
HATH(1 h) M

l +pA/G-Tnp Pro

\
Hyperactive pA/G- /)\
Transposon Pro

Z&(n)

| Transposition

¥
1 (\\

DN
AT
’ l Extract DNA
000 DOCCOR 0

|l PCR
¥

XEE15(0.5 h)
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CUT&Tag ProiX&
3. B

TMicd| Hyperactive® Universal CUT&Tag Assay Kit for llumina Pro (TD904) e BN 100000 TR, RESES, FRAMTIT. WREE, TO0HERHER
%D ﬁ’ E =3 2'% o

a0

[FEE=]

]

H3K4me3 m_l 1 1. JL n 1 . l
HAEREER RAAER, REERNARBAE RNA Pol I NP ¥ T . s il et st s

PA/G-Tnp F % ERED, ERES, 52K ge ©
" N ATAC-Seq " i I | | I
;Em*;ikﬂg& %Hﬂﬁfﬂiﬁﬁﬂ?&, EXQEW/J\HEQ mRNA-Seq “*" s l ‘u_l

I
% ] ] w . NN . N Reference L] 1 LS B L] H B = e Hll M
;Zﬁ Hu D N A S p i k e-in ;SZ }E */j‘ I& 1,& s I}Ek //|\ ;‘E gﬁ -la':E % , %ﬁ J—_E gﬁ |E—_| % E MZ2  XR_927225.2 H2AZ2 PURB MYO1G ccmz NACAD

b
=

=2 gPCR Gl SV EL b ol sEPaR OV

[ WixEE |
1. ESEAERNE

SHTRASIA 2 R0 293 4HAE (10, 100 cells) , {EF TD904 #1T H3K4me3 Hi{AK CUT&Tag Lk, LR ER,
MFEMIBIBNE, TD04 HTHEH ladder KX E, TSS EEWREW, IGV MERSIRLS.

4, F&ER qPCR &

L 100, 1000, 10,000 %1 100,000 4 293 M RHEA, HITHEZEM H3K4me3 {9 CUT&Tag LW, £ B
Positive Control 5|4)%1 DNA Spike-in 314347 qPCR E2#& ( #F Fold Enrichment iZ#37it& ) . &
XA, AMIIEEA H3K4me3 Y Positive Control EEBEK FEUIIERAE Igc EHESE.

* 100 cells
. R 10 cells 25 cells 50 cells 100 cells
Tocells
1 t 40+ Positive Control =100 Cells 35, DNA Spike-in =100 Cells
10Kame3 A1 S0Kame3TAL = 1,000 Cells = 1,000 Cells
L) N ey 36 = 10,000 Cells 30. = 10,000 Cells
3~ ) 100,000 Cells = 100,000 Cells.
. o m 32 M 25
s === 5 2 & 2
2 24, 15
120 140 G 20 10:
* H3K4me3 19G H3K4me3 IgG
#|/A 10, 25, 50, 100 cells GHXERBRSH ;
6 = 100 Cells T 30 - 1gG
£ o

10cens Ll fl = 1,000 Cells 8 = H3K4me3
B 2 25
25 celts Lo dudat ittt nsii s i | [T S Y | P M 4 : :3:33: :::s £ 20
50 cells ksl ik m ] losh | P — <5 ’ s 15
100 cells i.:. 4 " ] 1 . abia . g E 10

e 7 . 2 2
Reference NI RUNIRN RN 000NN 3181 UL 8T FRRRIURIN [OMMUIE IR T T I g5
T KN PGV WACH GUSI LSPR PR PRI AGL COB  ARGNTEIND RGSH TR TPR CREI RFe X MAPIO Z7d o =1 - L | I,
o |
TD904 RN IGV L RE TD904 [EMAMIG N TSS HEEHE H3K4me3-1gG &
N
S & &
N &

2. ZNFERESERS
LA 293 M AR, A 100 NAK, FFH H3K4me3 Hilk, SXBARER <120 bp HiTH0HW, ERExR, &
ANEER <120bp B FEBE B IR B MEUE, TDO04 BB EMEIRINF R, HKENM/AFBES,

i
Supplier A<120 bp | | I

Supplier B<120 bp

<
TD904<120 bp — " [N 1 e L1 Ll wl 1 1 1
TD904
4 R |
g
| S V2O S (PP, Iy YOS, PO (N WSO, RGP YOS OP, V SU V| U= PP S|
Reference [ R TR N T e B B I R R (1] L
GSTA4 ICK FBXO9 GCM1 GCM1

FANFER <120 bp B9 IGV I E
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48

Hyperactive® ATAC-Seq Library Prep Kit for lllumina (Vazyme #TD711) 24t %t llumina S B2 FFEaE@AF LW [ 1SR ] Hyperactive® ATAC-Seq Library Prep Kit for lllumina (TD711)
BFAREERT M/ FHRENIRF &, ATAC-Seq £ # Assay for Transposase Accessible Chromatin with high- ——

throughput sequencing, 2FAZREBHARARERTRENSEESNFRA. BREBZF AEERE Tns Al IS FHRRER

g e e
RG0S, 33 Tns BRI HREERKE DNA BI#TURE . MRASHK T TRRNARMERERR, SE5K [FmRtss ]
FAMEY, EEEREAEBRSEE . TRARE. SRYES. NESEIEhE, AEERTIESR. £YUES. =
BERMBEEEZHR. HEARELREE 874 100-100,000 NAMBIRAE

THNEIEEMR TSS EE£RIFH IGV MEEIRLS
Closed chromatin Open chromatin

1. EREREET
288 Vazyme #TD711 L REN AEMIBIZEAE (100-100,000 4 ) B9 Hela HEH{T ATAC EERE, EREH.
EARRHEBIAET, Vazyme #TD711 XEFHRE, NEIERESMARL Ladder KK Vazyme #TD711 MidFI

\W FRBHHTTMRE, NRIETRROEHER,

l Transposition

. — B8~ 0

1 Extract DNA

Tn5 transposome

50,000 cells »

l PCR TRMEBIENE T EIEE

2. FHEIREML

§S 8 Vazyme #TD711 LW RBB/ENONERTNEF, THIESHEAEM 10 G JEEHTESDHT, EREH.: TSS
EEEETHERERNERERUFABEEERE; IGVIERSR ATAC-Seq AX B R EHEERE RS CUT&Tag
CUT&RUN —%, H7E mRNA-seq FRILUKEIENER UM, LRERELTRE.

ATAC-Seq RIES5REEE

100 cells 500 cells 5,000 cells 10,000 cells 50,000 cells 100,000 cells TD711100 4 k., w“‘ . n..uluul..ul ST TR Y l g 1 = j‘ T )
Lo 5 i g - TO711-500 L 000 T N, N | S

@;W si‘ .-3; i A il /\ i A ormso0 Lo |
o s = i e s TD711410,000 [ i R
; a | | . X orso000 4 L. . a4 a | S
- X . - ) y TD711400000 4 a %
B O " B © " cuTaTagt00000  , 4 A & & A

3 s - ¥ . . CUTBRUN-100,000 | N i LA E

i . ' B - mRNA-seq W e id i
: . - L Reterence [t el B =

TEHABRAETH TSS EEHE AEHBERAETH IGV A




[ %R |

FEZ1EDNA fn\Beads

o

[ KSR ]

nE #BLE

G- A (

G 3
i x

EFHEER £
ARB

fn\Beads
[ ]

Y

Bk IERE

VAHTS® DNA Clean Beads (N411)

nE ZEEEE
¢: R (
- w < D
EFF LA
NER

2024 EFr=RiEWF
i} SYIETTRL
— A
) # 4 F
¥ § =

FA TruePrep® DNA Library Prep Kit V2 for Illumina (Vazyme #TD501) #3% DNA 3, XEE#I#AA /NI 200-1,500 bp, A VAHTS DNA

Clean Beads & FRIEMIT PCR P {731k,

BRIREA/NKISIEE, F Agilent 2100 Bioanalyzer #7947

F—HFFALL (Beads: DNA) 0.80 x 0.70 x 0.60 x 0.55 x 0.50 x 0.45 x 1.0 x
F AL (Beads: DNA) 0.20 x 0.20 x 0.20 x 0.15 x 0.15 x 0.15 x
XEFKE (bp) 300 350 400 500 600 700 200-1,500
[bp]
0.80x 0.70x 0.60x 0.55x 0.50x 0.45x 1.0
020% 020 % 0.20x 0.15x 0.15x 0.15x (5
1500 — ® 0.80 x/0.20 x
1000 — =— [
700 - - ® 0.70 x/0.20 x
500 - —— .. W}&"’ © 0.60x/0.20 x
e : ® 0.55x/0.15 x
300 - . ® 0.50x/0.15x%
200 - W\
150 — ® 0.45x/0.15x
100 —
50— ¢ 10x
is- |
15 50 100 150 200 300 400 500 700 1500 [bp]
L 1 2 - -7 6 7

2024 EFF micWFi

Equalbit® 1 x dsDNA HS Assay Kit (EQ121)
[ =EF= ]
&8 Z R 1E BAEMBER, THREHITER, BHRIELE

RYES

HEHEES 0.2 -100 ng dsDNA

BRME MR dsDNA, XM—EENSEMEBREFOMZE

RHEGRER 2 min BN RTIAEIIBF0

EEENREREFTS, RIEREBREY

[HER ]
1. RYES

3 12 M AREIRER dsDNA #74K, 28R Vazyme #EQ121 1 A RRREZEF~ Rt T & MENE, FIMA Qubit Fluorometer 3.0 EEEEKY¢{E .
BRI dsDNA RS E7E 0.2-100 ng KEREGRFNEMRXRR, ¥ Vazyme #EQ121 WiRER 2 BEHREEIEICIRE 0.2 ng/ul, 6
AN ARBEHTIRIRE, EREFEEAIERENIRS, Vazyme #EQ121 5 A AFEEFRIRER (Vazyme #EQ121 f1 A AT E%E
FREE/ARTIREFBNEE ) £ 10% LA,

- ALFREER - ANFIRR S 10
0 i i -+ EQ121 03, E EQI21
g0 ~ 51
g 2 .
8 60 9 0.2 =
8 = B 0-
S 40 i
3 ¥ E
w
20 0.1+ -5+
0; T T T T T
0.0 0.1 0.2 0.3 0.4 0.5 0.0 -10-
DNA Concentration in Assay (ng/pl) A B C D E F A B Cc D E F

0.2-100 g4 X ARELEE

2. 5571

TREBEARMRICREEREUARBERRT
A. B, C\ D\ E. FREFEHRIEAR

FELMESBEIA (0.2-100 ng dsDNA) il 12 4 DNA H#AR, FREM 12 > RNAHEAR, EHEEM 12 4 DNA+RNABEHEAR, SMER
2 BI{ER Vazyme #EQ121 #1 A ABREF RFTHEN, £RER Vazyme #EQ121 5 S E#bE S dsDNA, BI{EESE RNA FENER
T, BeeEES dsDNA, BMeES A AFIEE~RIEY.

A BRIRZ 5

DNA+RNA (1:1) DNA#RNA (11)

Fluorescence
Fluorescence

0 u T 0 y T T
0.0 0.1 0.2 0.3 0.4 0.5 0.0 0.1 0.2 0.3 0.4 0.5

DNA or RNA Concentration in Assay (ng/pl) DNA or RNA Concentration in Assay (ng/pl)

EQ1215 AAEIE 3= fdsDNAFF =14



& BMbERIIER 2024 EEFBHEBER & BEbIBE IS 2024 EEFREIWEFH

[ RZFE751E) ]

SEEB Uik T {Fuh

VNL-96 ( ZZEEfFEMiEMIEAR ) /VNL-96P ((UERIAERR ) 2RSSR R BEMNB ZHNLEMRALGETFL, B

ERBE. SEE. SEE. SHNL. SERESES, BE 06 BEBRE, TEAEANSERNFRERERIRE NGSXEHE @
wEERR, EEERRAINSADLEMEST, TIMEHEEAET. BES InhecoPCR (U Inheco BB

RS IIEREEE ., EUE R AN A S KT S N BRI E AR .

@ ZrATIHEK

NEH—K @ @ Pooling

[ VNL-96P F2& ]

® ZSEmPCRMX1E ® Rfiz 24 4
©® JHIRIEER 2 4 ® ZHMT 24
@ RZIRERR 14 ® HEX 24D
® AR ® B@mM 14
® 96 BiKL 11 ® =SFiEss 14

HRSC R A G AR ER 1
PMARRERE. BERATMREST, BRUSHKRITHIRESERRWE, LFEE, NaUVRAINHER

BitEES, ABFRED
24 MMz, BEL PCRiREEINEE, B DNAseq FixEEITIAAHEY, EEHTI2BNNK

LIMS 3SR
B, BEEREHIEEFIRFRICRERSH, LIMS WiEEEEREEUERERN ]

1224*753*1111 mm - 274 kg HEeiER

iwh 24 B 96 B2 Vazyme RMIEF, TRAREMRETE

BRRE SFE BiREE 2-200 pl

24l < 5% 24l: < £10%
5ul: < 2% 5ul; < +2.5%

AT ——
Ll 504l < 1% BRI 50 pl; < +1.5%

150 ul: < 1% 150 pl: < 1%

PEER Inheco iBEEHIER
ICHL InhecoPCR YIRS R SL IR E AR IEF

LEANMUBRRAE

Vazyme RtERE. SERENBMLNISHEMY, BEELREFAER, RHEEBRSE.
T TRITEANE meBFERHEMARE. BIESETEARS, ARFFELENE]

Ali%EEe; iR 4-99°C (s£0.5C)

SONEB RS >100 000 pW.s/cm? PCR {{i54
i : R 2=, 30-115C

i
m
I
%
&
m
W
%
%
' & Bd @] EXN =

=
2
fl
=
7
E

IITRIERR 24; 4-95C RHRERER AJiEHEe; 4-70C

o Intel® Celeron® J6413. H7F: 4GB. / i~ ‘
BiERG 34 PCR 1R BEE e 125 o8 N me
B N LIMS X0 N . &,
96TLPCRIE 1.3mERRAR 230 uittsk ‘ -‘ ‘

LEEMLEY SR ERF TENERRS




517 mEsiEmSa

EY) DNARRE ( XEE )

= FastPure® Host Removal and Microbiome DNA Isolation Kit
UISEIIET | B

2024 FZr~ mikWF i

RIE B EZBRIBMRINTE 43 min, H4EY) DNA REUXTE 23 min
AREREIRE, REMEDRY
Ri IrzRAEnR. 7. EKR. HBELR. BEREFEMREER
[ SLO=IE |
Mixed Host / Microbe Sample Cell Lysis and NucleicAcids Microbe Collectio Microbial DNAlsolaticn
Degradation of Hos A8 = Host Cel
. a8,
y ;}w N -y |
= PR p A v . . l} Microbe
af _
- %, Host DNA
«  Microbial DNA
=2 Ultra Nucleas

[ Mz |
1. BB ES

Jiigiakidverd

0 = DC501 10 wiR = DC501 40 T = DC501
-a -A -A
=Ty -p =T

8:86

30 1324 30 J

- g ;207
& 20

g2 g

B B

0-
% & B & 5 s % & B & % % % &
S S B R SO &7 SO S S S
LV 4 LVt s Ll kvt kalpg kvt d a4 * ,k’fé' kvt

REFYPEERERE qPCR EBER

f£F3 qPCRJEXS Vazyme #DC501. A* #l B* AREEF RREINFWHEEEENRTFXHITEE, T3 C, BEES, RREIZRE
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Chen B, Du YR, Zhu H,et al. Maternal inheritance of glucose intolerance via oocyte TET3 insufficiency. Nature. 2022
May;605(7911):761-766. IF:69.504 (Vazyme #TD501)

Wei S, Li X, Lu Z,et al. A transcriptional regulator that boosts grain yields and shortens the growth duration of rice. Science. 2022 Jul
22;377(6604):eabi8455. IF:63.714 (Vazyme #TD501)

Wang LB, Li ZK, Wang LY,et al. A sustainable mouse karyotype created by programmed chromosome fusion. Science. 2022 Aug
26;377(6609):967-975. IF:63.714 (Vazyme #TD501)

Zou Z, Zhang C, Wang Q,et al. Translatome and transcriptome co-profiling reveals a role of TPRXs in human zygotic genome
activation. Science. 2022 Sep 8:eabo7923. IF:63.714 (Vazyme #TD502) (Vazyme #TD601)

Wang J, He Z, Wang G, et al. Efficient targeted insertion of large DNA fragments without DNA donors. Nat Methods. 2022
Mar;19(3):331-340.1F:47.99(Vazyme #ND607)

Fu A, Yao B, Dong T, et al. Tumor-resident intracellular microbiota promotes metastatic colonization in breast cancer. Cell. 2022 Apr
14;185(8):1356-1372.e26. IF:41.584 (Vazyme #TD203)

Li J, Wang J, Zhang P,et al. Deep learning of cross-species single-cell landscapes identifies conserved regulatory programs
underlying cell types. Nat Genet. 2022 Oct 13.IF:41.307(Vazyme #NM201)

Fei L, Chen H, Ma L,et al. Systematic identification of cell-fate regulatory programs using a single-cell atlas of mouse development.
Nat Genet. 2022 Jul;54(7):1051-1061. IF:41.307 (Vazyme #NM201)

Liu Y, Zhang Q, Xing B,et al. Immune phenotypic linkage between colorectal cancer and liver metastasis. Cancer Cell. 2022 Apr
11;40(4):424-437 .e5. IF:38.585 (Vazyme #TD503)

Han M, Li F, Zhang Y, et al. FOXA2 drives lineage plasticity and KIT pathway activation in neuroendocrine prostate cancer. Can-
cer Cell. 2022 Nov 14;40(11):1306-1323.e8. IF:38.585(Vazyme #TD202)(Vazyme #TD501)

Yin Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
2022 Aug 22. IF:31.25 (Vazyme #TD202)

Zhang H, Shao S, Zeng Y, et al. Reversible phase separation of HSF1 is required for an acute transcriptional response during heat
shock. Nat Cell Biol. 2022 Mar 7. IF:28.824 (Vazyme #TD202)

Xiong Z, Xu K, Lin Z,et al. Ultrasensitive Ribo-seq reveals translational landscapes during mammalian oocyte-to-embryo transition
and pre-implantation development. Nat Cell Biol. 2022 Jun;24(6):968-980. IF:28.213 (Vazyme #TD502)

Yang M, Yu H, Yu X,et al. Chemical-induced chromatin remodeling reprograms mouse ESCs to totipotent-like stem cells. Cell Stem
Cell. 2022 Feb 2:51934-5909(22)00010-8. IF:24.633 (Vazyme #TD501)

Shi YJ, Duan M, Ding JM,et al. DNA topology regulates PAM-Cas9 interaction and DNA unwinding to enable near-PAMless cleavage
by thermophilic Cas9. Mol Cell. 2022 Nov 3;82(21):4160-4175.€6.1F:19.328(Vazyme #ND607)

Xie H, Li W, Hu Y,et al. De novo assembly of human genome at single-cell levels. Nucleic Acids Res. 2022 Jul 22;50(13):7479-7492.
IF:19.16 (Vazyme #S601)

Tan T, Tan Y, Wang Y,et al. Negative supercoils regulate meiotic crossover patterns in budding yeast. Nucleic Acids Res. 2022 Sep
15:gkac786. IF:19.16 (Vazyme #ND607) (Vazyme #N801)

Peng GX, Mao XL, Cao Y, et al. RNA granule-clustered mitochondrial aminoacyl-tRNA synthetases form multiple complexes with the
potential to fine-tune tRNA aminoacylation. Nucleic Acids Res. 2022 Dec 12:gkac1141. IF:19.16(Vazyme #N102)

Xu W, He C, Kaye EG,et al. Dynamic control of chromatin-associated m6A methylation regulates nascent RNA synthesis. Mol Cell.
2022 Mar 17;82(6):1156-1168.e7. IF:17.97 (Vazyme #ND617)

XikimEE

2024 EF=rmicWF iR

H 20.

m 21,
m 22,

H 23.

H 01,
H 02.
M 03.
W 04.
W 05.
M 06.
H 07.
| 08.
H 09.
H10.
L ININ
12,

H 13,

Qin H, Ou L, Gao J, et al. DENA: training an authentic neural network model using Nanopore sequencing data of Arabidopsis tran-
scripts for detection and quantification of N6-methyladenosine on RNA. Genome Biol. 2022 Jan 17;23(1):25. IF:17.906 (Vazyme
#N102)

Yu S, Zhou C, He J, et al. BMP4 drives primed to naive transition through PGC-like state. Nat Commun. 2022 May 19;13(1):2756.
IF:17.694 (Vazyme #TD501-TD503)

Liao Y, Ma L, Guo Q,et al. Cell landscape of larval and adult Xenopus laevis at single-cell resolution. Nat Commun. 2022 Jul
25;13(1):4306.1F:17.694(Vazyme #NM201)(Vazyme #TD203)

Chen W, Ma J, Wu Z, et al. Cas12n nucleases, early evolutionary intermediates of type V CRISPR, comprise a distinct family of
miniature genome editors. Mol Cell. 2023 Aug 3;83(15):2768-2780.e6.IF:16(Vazyme #ND617)

RNA ZEEZR7%

Xu W, Li J, He C, et al. METTL3 regulates heterochromatin in mouse embryonic stem cells. Nature. 2021 Jan 27. IF:42.77 (Vazyme
#N406)

Qi Y, Ding L, Zhang S,et al. A plant immune protein enables broad antitumor response by rescuing microRNA deficiency. Cell. 2022
May 26;185(11):1888-1904.e24. IF:41.584 (Vazyme #NR602) (Vazyme #N408)

Wang X, Cheng H, Zhao J,et al. Long noncoding RNA DLGAP1-AS2 promotes tumorigenesis and metastasis by regulating the
Trim21/ELOA/LHPP axis in colorectal cancer. Mol Cancer. 2022 Nov 14;21(1):210.1F:41.444(Vazyme #N406)

Fei L, Chen H, Ma L,et al. Systematic identification of cell-fate regulatory programs using a single-cell atlas of mouse development.
Nat Genet. 2022 Jul;54(7):1051-1061. IF:41.307(Vazyme #N809/N810/N811/N812)

Li J, Wang J, Zhang P,et al. Deep learning of cross-species single-cell landscapes identifies conserved regulatory programs
underlying cell types. Nat Genet. 2022 Oct 13.IF:41.307(Vazyme #N809/N810/N811/N812)

Weng H, Huang F, Yu Z, et al. The m6A reader IGF2BP2 regulates glutamine metabolism and represents a therapeutic target in acut
e myeloid leukemia. Cancer Cell. 2022 Dec 12;40(12):1566-1582.e10. IF:38.585(Vazyme #NR612)

Zhang H, Shao S, Zeng Y, et al. Reversible phase separation of HSF1 is required for an acute transcriptional response during heat
shock. Nat Cell Biol. 2022 Mar 7. IF:28.824 (Vazyme #NR605)

Zhang Z, Chen T, Chen HX, et al.Systematic calibration of epitranscriptomic maps using a synthetic modification-free RNA library.
Nat Methods. 2021 Oct;18(10):1213-1222. IF:28.547 (Vazyme #N411)

Yang M, Yu H, Yu X,et al. Chemical-induced chromatin remodeling reprograms mouse ESCs to totipotent-like stem cells. Cell Stem
Cell. 2022 Feb 2:51934-5909(22)00010-8. IF:24.633 (Vazyme #NR611)

Xu W, He C, Kaye EG,et al. Dynamic control of chromatin-associated m6A methylation regulates nascent RNA synthesis. Mol Cell.
2022 Mar 17;82(6):1156-1168.e7. IF:17.97 (Vazyme #N406)

Yu S, Zhou C, He J, et al. BMP4 drives primed to naive transition through PGC-like state. Nat Commun. 2022 May 19;13(1):2756.
IF:17.694 (Vazyme #NR611)

Li W, Long Q, Wu H,et al. Nuclear localization of mitochondrial TCA cycle enzymes modulates pluripotency via histone acetylation. N
at Commun. 2022 Dec 2;13(1):7414.IF:17.694(Vazyme #NR601)

Dong X, Guo R, Ji T,et al. YY1 safeguard multidimensional epigenetic landscape associated with extended pluripotency. Nucleic
Acids Res. 2022 Apr 15:gkac230. IF:16.971 (Vazyme #NR611)
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Hu W, Zeng H, Shi Y,et al. Single-cell transcriptome and translatome dual-omics reveals potential mechanisms of human oocyte
maturation. Nat Commun. 2022 Aug 30;13(1):5114. IF:17.694 (Vazyme #N712)

Huang Y, Shang R, Lu GA, et al. Spatiotemporal Regulation of a Single Adaptively Evolving Trans-Regulatory Element Contributes to
Spermatogenetic Expression Divergence in Drosophila. Mol Biol Evol.2022 Jun 10:msac127. IF:16.24 (Vazyme #N711)

FMEE RS

Zou Z, Zhang C, Wang Q,et al. Translatome and transcriptome co-profiling reveals a role of TPRXs in human zygotic genome
activation. Science. 2022 Sep 8:eabo7923. IF:63.714 (Vazyme #TD901)

Li J, Zhang J, Hou W,et al. Metabolic control of histone acetylation for precise and timely regulation of minor ZGA in early mammalian
embryos. Cell Discov. 2022 Sep 27;8(1):96. IF:38.079 (Vazyme #TD901)

Mei H, Wu H, Yang J, et al. Discovery of IHMT-337 as a potent irreversible EZH2 inhibitor targeting CDK4 transcription for
malignancies. Signal Transduct Target Ther. 2023 Jan 16;8(1):18. IF:38.104(Vazyme #TD901)

Shi Y, Liao Y, Liu Q, et al. BRD4-targeting PROTAC as a unique tool to study biomolecular condensates. Cell Discov. 2023 May
9;9(1):47.IF:38.079(Vazyme #TD903)

Wang Z, Wang Q, Chen C, et al. NNMT enriches for AQP5+ cancer stem cells to drive malignant progression in early gastric cardia
adenocarcinoma. Gut. 2023 Mar 28:gutjnl-2022-328408. IF:31.793(Vazyme #TD903)

Yin Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
2022 Aug 22. IF:31.25 (Vazyme #TD903)

Zhang H, Shao S, Zeng Y, et al. Reversible phase separation of HSF1 is required for an acute transcriptional response during heat
shock. Nat Cell Biol. 2022 Mar 7. IF:28.824 (Vazyme #TD901) (Vazyme #TD902)

Huang HZ, Ai WQ, Wei N,et al. Senktide blocks aberrant RTN3 interactome to retard memory decline and tau pathology in social
isolated Alzheimer's disease mice. Protein Cell. 2023 Nov 27:pwad056.1F:21.1 (Vazyme #TD903)

Zhao Y, Li S, Chen Y,et al. Histone phosphorylation integrates the hepatic glucagon-PKA-CREB gluconeogenesis program in re-
sponse to fasting. Mol Cell. 2023 Apr 6;83(7):1093-1108.e8. IF:19.328(Vazyme #TD903)

Xiang L, Niu K, Peng Y, et al. DNA G-quadruplex structure participates in regulation of lipid metabolism through acyl-CoA binding
protein. Nucleic Acids Res. 2022 Jun 24:gkac527. IF:19.16 (Vazyme #TD903)

Li D, Cao R, Li Q, et al. Nucleolus assembly impairment leads to two-cell transcriptional repression via NPM1-mediated PRC2
recruitment. Nat Struct Mol Biol. 2023 May 18. IF:18.361(Vazyme #TD901)

Xu W, He C, Kaye EG,et al. Dynamic control of chromatin-associated m6A methylation regulates nascent RNA synthesis. Mol Cell.
2022 Mar 17;82(6):1156-1168.e7. IF:17.97 (Vazyme #TD901)(Vazyme #TD902)

Mei NH, Guo SM, Zhou Q, et al. H3K4 Methylation Promotes Expression of Mitochondrial Dynamics Regulators to Ensure Oocyte
Quality in Mice. Adv Sci (Weinh). 2023 Feb 23:€2204794. IF:17.521(Vazyme #TD901)

Yu W, Zhou R, Li N,et al. Histone tyrosine sulfation by SULT1B1 regulates H4R3me2a and gene transcription. Nat Chem Biol. 2023
Feb 20. IF:16.174(Vazyme #TD901)
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Hu Y, Yang Y, Tan P, et al. Induction of mouse totipotent stem cells by a defined chemical cocktail. Nature. 2022 Jun 21. IF:69.504
(Vazyme #N411)

Wang J, He Z, Wang G, et al. Efficient targeted insertion of large DNA fragments without DNA donors. Nat Methods. 2022
Mar;19(3):331-340.1F:47.99(Vazyme #N411)

Yuan, Y., Cheng, S., Bian, G. et al. Efficient exploration of terpenoid biosynthetic gene clusters in flamentous fungi. Nat Catal 5,
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